
logo MKKSALSLYEKR IRYAKSQREYLASETLGETI EKHYRASLFGGSYSLFTVDDNTVFAMVASDEGELYLRACEQASAQTYCVSVKRHREPPGVMWLSTI
Y
H
KKCRGRASVATLNQ

NTDB id 1119090 EL083 RS12260 WP 002439606.1 MKKASLERIRASREYLSELGEIKHRALFGGYSLFVDNTVFAMVAEGELYLRACEQAATYVSRREPGMLSIHKRGRAVALQ 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! ! !! ! !!! !! ! *! !!! !!! !! !!!!!! *!!!!!!!!!! ! !* ***! !* *!*!! ! !*

logo YYHRVDDEESLWERDNKQHLKQLLVRTLSKREYSLDRACALQDKEKQSSTRKNATAREQRLKDLPNLMSFLHR I
LEAMI

LLGQDEVGI
V
D
KDVNRATL IRHI LGAKRAMCWI

L
K
RLRKQQVHN

NTDB id 1119090 EL083 RS12260 WP 002439606.1 YYHVDDELWEDKHQLLTLSRESLRCAQDEKQSRKAAQRLKDLPNLSLRIEMLLQDVGVDDVNTLIHLGARACWIKLRKVH 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !!*!!* !! * !* !!* !! *! !! *! !!!!!!!*! **! *! *!!* !! ! *!!!* !!**!! *

logo
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I
V
G
T
E
I
K
NI LFYAMLEGAI IRG I

VHELAALPAVARRQRELAQEWAWDLASLQTPRDKQRESFGNPALES ILDE
NTDB id 1119090 EL083 RS12260 WP 002439606.1 PFIGINILYALEGAIRGVHLAALPAARRRELQEWWLALQRDRSGNLSID 209
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus * * !!* !!!!! !*! !!!! !!! !! !! ! * * **

X non conserved

X similar

X ≥ 50% conserved


