logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 1118983 EL020 RS08475 WP 126402640.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 1118983 EL020 RS08475 WP 126402640.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 1118983 EL020 RS08475 WP 126402640.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 1118983 EL020 RS08475 WP 126402640.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

I

1

LA

1 A

D LTNTLAVRRRAM: e

1

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG

)0 ) LML TATE

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQYLAMEYVAGLDLKRYBKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA
EEDGQQ LMEYVDGEDLK YIW HRAPLSN

EEDGQQ L{MEYVMGEDLK YI[M HIPLSNYENVRIME

0SSR o AT

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQKPLPSVIAENI4SVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQWPLPSVIAENSSVP

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRNPLPSVIAENKESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKAT (QSDIYAMGI |® EMLTGHIPYDGDSAVTIALQHFQKPLPS AENEAJVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGI | EMLTGHIPYDGDSAVTIALQHFQKPLPS IBENKSYVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGI |® EMLTGHIPYDGDSAVTIALQHFQKPLPS TAEN|QJVP

i

ML IR LS YRERL e T et e

QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKSIK
QALENVITIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKSIK
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKSIK
QALENVITIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKSIK

QALENV I ATAKKLENRYYSEREMERDL{ SLERE RE
QALENV IKATAK L RYRQ

MDD TKIFL.PK 130Q AANAAQSLKNKTS.NQ
[ B e B B B I B B A A B B B e B B e B kokokk Dok | oskokokok [ | * % % %k >k 3 5k 3k >k %k % % % % *

160
160
160
160
160
160
160

240
240
240
240
240
240
240

320
320
320
320
318
318
317



logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 1118983 EL020 RS08475 WP 126402640.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 1118983 EL020 RS08475 WP 126402640.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 1118983 EL020 RS08475 WP 126402640.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

logo

NTDB id 146 SP RS08570 WP 000614538.1

NTDB id 216 SPD RS08205 WP 000614552.1

NTDB id 182 SPR RS07820 WP 000614552.1

NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1
NTDB id 1118983 EL020 RS08475 WP 126402640.1
NTDB id 384 SMU RS02325 WP 002263039.1
consensus

ST R Ryt EAS LI ATl DN rvaelar e

.NPSQAVTEETYQPQAPKKHRFKMRYL.ILLASLVLVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEE

P. AIFSKQPRKKITPAKKKIGQEN|JF STLIMKMFIRGLMFEGIIIFA
VNRE@ADNKIAKAKTKKKISSIEEMF G T LMKE FE\VARTNA T

INLFT
DKVDHKEKPKTKPRIFK PKICREN L ATIHF KIFF T LA GI‘VET
* %k %k %k 5k sk sk ok k kosk sk 1ok skok ok sk sk sk k ok sk 5k 3k 3k 3k ok >k ok ok ok sk skok koskosk sk skok | oskoskoskoskosk |k 1ok | oskoskoskokosk |k sk sk sk sk sk ok skok sk ok |k

e L BTDY AL TR 2 bon s et Ve sttt

KTEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKK.
KTEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKKE
KTEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKKRE
KTEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKKE

KA §v WG I TDPWAGTRRKEG I
K[EAR'(S - (WVEEIG[]  TIAT  PISAGTE KEGHK

* ok k% | Prokrok Dk D1l ok D1 skokokokokok | ok Dokokokok ok Dokokokokofok Dok |okokok ok sk ok | sk ok ok ok ook ok ok ok ok ok ok

VB Tsser A o BT B e

vKNu LNL
AGTVLKQSLPEGTTYDLSKAT.QIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEEE ..........
AGTVLKQSLPEGTTYDLSKATRQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENL IKIEEEE s SS
AGTVLKQSLPEGTTYDLSKATHQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEEE SS
AGTVLKQSLPEGTTYDLSKAT.QIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEEE .......... SS
PKDEKAKMKFR\#N. TPKIMTMPRV TELTVETAMQTIENRJ(NESSSSMEYHBYNTGA . . KLDKAKI
SE.DKITFK\AN. . . . ApVMPNLINEY TY QEBIAN ELTALG SSSHENIMF AlATSSTGYSQV
GTV GQSPKPGKTYHPSSD KKIT.KVV CKMTMPRNLKNSTYEINAMSITISTAMGES SSRIBJAYBASDYS . .SEI
sk | okoskoskosk | ok sk ok ok ok ok ok ok ok ok ok k1 skokox | * >k 5k Xk o k X sk >k sk ok ok sk ok ok |k sk ok ok kok ok kok |k * % * %

e e gl!WA@V;LSUS el o et EAB TS

ESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSL..
ESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSL S
ESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSL A
ESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSL A

pRlASHINVARDEYFEVEIEG . . . By FEARSERQESEVAPS ESESEETSETSESSSH
PRssSLEVGRREY YENNY SEES ND DB T S GG HBc SES SERINSEG TS SEA

ERES kokk |k | oskok | oskoskokokok ok *k |k xk * * % % * * %k * % * * %k

397
397
397
397
397
398
397

476
476
476
476
477
478
476

545
545
545
545
554
551
547

623
623
623
623
608
620
608



e R LK S OKTTSAT

NTDB id 146 SP RS08570 WP 000614538.1
NTDB id 216 SPD RS08205 WP 000614552.1
NTDB id 182 SPR RS07820 WP 000614552.1
NTDB id 257 KZH43 RS07655 WP 220041236.1
NTDB id 467 HSISS4 RS06915 WP 021143821.1 .
NTDB id 1118983 EL020 RS08475 WP 126402640.1 SSSST|HESS......
NTDB id 384 SMU RS02325 WP 002263039.1 .SSATTTH. ......
consensus *ok ok ook |

X non conserved
B similar
>50% conserved

EGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP
EGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP
EGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP
EGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP

659
659
659
659
624
637
616



