
logo MS
TENTAGFKRYS IVLASGSSTGNSFYLVETPQKR I

LL IDAGLSTGKKI STQSLLMAE IDRKPVDEDLVDAI L IVTHEHKSDHIHKGVGVLARKRYGNLD
NTDB id 1118976 EL020 RS07990 WP 020917220.1 MSENAFKYSVLASGSTGNSFYVETPQKRLLIDAGLTGKKITSLLAEIDRKPEDLDAILITHEHSDHIKGVGVLARRYNLD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus !*! *!*!!*!!!!!*!!!!!*!!!!!!*!!!!!!*!!!!* !*!!!!!!**!*!!!!*!!!! !!!*!!!!!!!*! !!

logo VYANAAKTWQATI
MDERGNMIGKI

LDVGSQKHI
VFDELRGKTI

LTFGDIDI ESFGVSHDAAVDQPQFYRLMKDGNKSFVI
VLTDTGYVSDRMADG

NTDB id 1118976 EL020 RS07990 WP 020917220.1 VYANAKTWQTIDERNMIGKLDVGQKHVFERGKTLTFGDIDIESFGVSHDAVDPQFYRLMKDNKSFVVLTDTGYVSDRMAG 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMAD 158
consensus !!!!! !!! *!** !!!!*!! !!!*!* !!!*!!!!!!!!!!!!!!!! !!!!!!!!! !!!!*!!!!!!!!!!!!

logo

L
VI ENADGYL I ESNHDI

VE I LRASGI
SYPWSLKQR I LSDKRGHLSNDEDGADETMI

VRTI
LGNKRTKKIYLGHLSKENNI

VKELAHMTMEKN
NTDB id 1118976 EL020 RS07990 WP 020917220.1 VIENADGYLIESNHDVEILRAGSYPWSLKQRILSDRGHLSNEDGADTMIRTIGNRTKKIYLGHLSKENNIKELAHMTMEN 240
NTDB id 383 SMU RS06875 WP 002262928.1 LIENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKN 238
consensus *!!!!!!!!!!!!!!*!!!! ! !!!!!!!!!!!!*!!!!!*!!!*!!*!!*!!*!!!!!!!!!!!!!!*!!!!!!!! !

logo

A
NLMKQADFLAVDGHDFMKTI

V
F
YDTSPDETALMPLAGKI

L

NTDB id 1118976 EL020 RS07990 WP 020917220.1 NLMKADFAVGHDMTVFDTSPDEAMPLAGL 269
NTDB id 383 SMU RS06875 WP 002262928.1 ALMQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !! !! !! !! **!!!!! !*!!! *

X non conserved

X similar

X ≥ 50% conserved


