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NTDB id 425 SGO RS10525 WP 012131081.1 ...MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNN.NQKTATTVTTSYKNSNSTTEAVDKVKDAVVSV 76
NTDB id 539 SM12261 RS09395 WP 000681587.1 ...MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 256 KZH43 RS10270 WP 000681597.1 ...MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 215 SPD RS10945 WP 000681597.1 ...MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 181 SPR RS10425 WP 000681597.1 ...MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 145 SP RS11450 WP 000681597.1 ...MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN..SNNNSTITQTAYKNENSTTQAVNKVKDAVVSV 75
NTDB id 1118946 EL020 RS03025 WP 020917669.1 MKKITFQKVNYKKILKPLSVILVGFIGGVAGTLLILNMAGISINNVSGSSTKTTTSKVSYSNTNDTTKAVEKVREAVVSV 80
NTDB id 381 SMU RS09890 WP 002262650.1 ..MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITG...NKSFSNNGKTTVSNVIYDTKSNTTKAVKNVKNTVVSV 75
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NTDB id 425 SGO RS10525 WP 012131081.1 ITYSESNSDAI.....FD......NNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEI 145
NTDB id 539 SM12261 RS09395 WP 000681587.1 ITYSANRQNSV.....FG......NDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEI 144
NTDB id 256 KZH43 RS10270 WP 000681597.1 ITYSANRQNSV.....FG......NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEI 144
NTDB id 215 SPD RS10945 WP 000681597.1 ITYSANRQNSV.....FG......NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEI 144
NTDB id 181 SPR RS10425 WP 000681597.1 ITYSANRQNSV.....FG......NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEI 144
NTDB id 145 SP RS11450 WP 000681597.1 ITYSANRQNSV.....FG......NDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEI 144
NTDB id 1118946 EL020 RS03025 WP 020917669.1 INYQSNSSSNDLYMQMFGGNLDNNTNNGSDSDLSIASEGSGVIYKKDGNSAYVVTNNHVVDGASQIEIMLSDGTKVVGEL 160
NTDB id 381 SMU RS09890 WP 002262650.1 INYQKTDNSYYNY...DS...GSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKL 149
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NTDB id 425 SGO RS10525 WP 012131081.1 VGTDTYSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQ 225
NTDB id 539 SM12261 RS09395 WP 000681587.1 VGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQ 224
NTDB id 256 KZH43 RS10270 WP 000681597.1 VGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQ 224
NTDB id 215 SPD RS10945 WP 000681597.1 VGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQ 224
NTDB id 181 SPR RS10425 WP 000681597.1 VGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQ 224
NTDB id 145 SP RS11450 WP 000681597.1 VGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQ 224
NTDB id 1118946 EL020 RS03025 WP 020917669.1 VGTDTYSDIAVVKIASDKVTTVAEFANSDKITVGETAIAIGSPLGTDYANSVTQGIVSSLSRTVTMTNDDGETISTNAIQ 240
NTDB id 381 SMU RS09890 WP 002262650.1 VGSDTYSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQ 229
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logo TDATAINPGNSGGAPLVINI EKQGQVIG INTSSKI SANSTSTSNDNSGNSGSGNVTASVEGMLGFAIPSANDVAVIKSNI INEQLEAEKNGEKVVITRPALGI STQMAVNLSDESN
NTDB id 425 SGO RS10525 WP 012131081.1 TDAAINPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSS 303
NTDB id 539 SM12261 RS09395 WP 000681587.1 TDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN 300
NTDB id 256 KZH43 RS10270 WP 000681597.1 TDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN 300
NTDB id 215 SPD RS10945 WP 000681597.1 TDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN 300
NTDB id 181 SPR RS10425 WP 000681597.1 TDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN 300
NTDB id 145 SP RS11450 WP 000681597.1 TDTAINPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN 300
NTDB id 1118946 EL020 RS03025 WP 020917669.1 TDAAINPGNSGGALINIEGQVIGINSSKISSTSDSGSGNSVEGMGFAIPANDVVKIINQLEANGKVIRPALGITMANLSD 320
NTDB id 381 SMU RS09890 WP 002262650.1 TDAAINPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSE 309
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NTDB id 425 SGO RS10525 WP 012131081.1 LSSSSSDRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTT 383
NTDB id 539 SM12261 RS09395 WP 000681587.1 INTSDIRRLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETT 380
NTDB id 256 KZH43 RS10270 WP 000681597.1 VSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETT 380
NTDB id 215 SPD RS10945 WP 000681597.1 VSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETT 380
NTDB id 181 SPR RS10425 WP 000681597.1 VSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETT 380
NTDB id 145 SP RS11450 WP 000681597.1 VSTSDIRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETT 380
NTDB id 1118946 EL020 RS03025 WP 020917669.1 LSTTTISRLNIPTSVTSGIVVASVQSGMPAEGVLKKYDVITAIDDKDVSSITDLQSVLYGHSTGDSIKVTFYRGTDKKTE 400
NTDB id 381 SMU RS09890 WP 002262650.1 ASTSGRDTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTV 389
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NTDB id 425 SGO RS10525 WP 012131081.1 TIKLTKSTDDLSSE.. 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 SIKLDKSSGDLES... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 SIKLNKSSGDLES... 393
NTDB id 215 SPD RS10945 WP 000681597.1 SIKLNKSSGDLES... 393
NTDB id 181 SPR RS10425 WP 000681597.1 SIKLNKSSGDLES... 393
NTDB id 145 SP RS11450 WP 000681597.1 SIKLNKSSGDLES... 393
NTDB id 1118946 EL020 RS03025 WP 020917669.1 TIKLTKTTQDLSSSNQ 416
NTDB id 381 SMU RS09890 WP 002262650.1 EIQLTKTSQDLNH... 402
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