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NTDB id 54 SMU RS08705 WP 002262113.1 MNEALMILSNGLLTYLTVLFLLFLFSKVSNVTLSKKELTLFS.....ISNFLIMIAVTMVNVNLFYPAEP.LYFIALSIY 74
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NTDB id 543 H702 RS02375 WP 160172984.1 ................................................................................ 0
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NTDB id 54 SMU RS08705 WP 002262113.1 EKQIDVSKIFKENYSTKGSNRGIGLAKVNHILEHYPKTSLQTSNHHHLFKQLLIIK........ 441
NTDB id 541 H702 RS10470 WP 236726575.1 EESVPVNLIYQKDYSSKGYGRGIGLTTIHQMMRKYSNLSVQTNSKNYHFSQTIRIKNHSTKIVE 240
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