
logo MEVI FCFFL IG I
VLYRAYTFYHNGI FYLPTVI IA I FPL ILCFFYI ITPKRYAPNI IVLFFLI LAGVCLGI

FASLLIHQSWQINVLSPKGI
MPDVTEQVIPTQASQI

LEGTIAS IPVMQ
NTDB id 1118819 EL064 RS13010 WP 128130164.1 MEVFCFFIGILYRYTFHGFLPVIIFLICFIIPKYANILFFLLGVLIASLHQSQNLPKGIPDVEVIPQASIEGTIASIPVQ 80
NTDB id 1285 ACE17W RS10850 WP 010946363.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQ 80
NTDB id 1246 GCO85 RS03350 WP 061470007.1 MEIFCFLIGVLYAYTYNIYLTIAIPLLFYITPRYPIVLFFIAGCGFALIHQWIVSPKGMPDTQVITQAQLEGTIASIPMQ 80
consensus !!*!!!*!!*!!*!!****!***!*!***!*!*!***!!!**!***!**!!****!!!*!!**!!*!!**!!!!!!!!*!
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NTDB id 1118819 EL064 RS13010 WP 128130164.1 GSSKTLFVLALEQYDHHPAQGIIQLAWYNKAPKIHAGQRWALNVKLKKPRNYLNPGSMDYVRLLATRHIAWTGYIHSRGN 160
NTDB id 1285 ACE17W RS10850 WP 010946363.1 HPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFHNPGGFNYVRYLAARHIHWTGYIRYRNN 160
NTDB id 1246 GCO85 RS03350 WP 061470007.1 RPNKTQFHFAIEKINNNPAQGLIQLNWYNKPPVLRAGQRWQLSVKLKKPRNFRNPGGFNYVRYLAARHIHWTGYIRYGNN 160
consensus **!!*!**!*!*****!!!!*!!!*!!!!*!***!!!!!*!*!!!!!!!!* !!!***!!!*!!*!!!*!!!!!****!

logo KLLIQSKNSQSPSPSFNSWLAETLREQKLI SGDQALNTLKLAPNDQTQETAGIVI EALATLNI
VTTHHIDSPSKDSHWDNLFRHRTGTI

T
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NTDB id 1118819 EL064 RS13010 WP 128130164.1 KLLQKSSSSFNWLELREQLSDQLNLLAPDQQTAGIVEALALNITTHIDPKSWDLFRHTGTTHLFGISGEHIALISGIVYW 240
NTDB id 1285 ACE17W RS10850 WP 010946363.1 KLISNQPPSFSWLALREKIGDALTKLAPDTETAGIIEALTLNVTHHISSDHWNLFRRTGTIHLFGISGEHIALVSGIFFI 240
NTDB id 1246 GCO85 RS03350 WP 061470007.1 KLISNQPPSFSWLTLREKIGDALTKLAPNTETAGIIEALTLNVTHHISSDHWNLFRRTGTVHLFGISGEHIALVSGIFFI 240
consensus !!******!!*!! !!!***!*!**!!!***!!!!*!!!*!!*!*!!****!*!!!*!!!*!!!!!!!!!!!!*!!!***
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NTDB id 1118819 EL064 RS13010 WP 128130164.1 LIRWLWTRNARLCLYIPAPYIASIGGLLAALGYAFLAGFAPPVQRALIGCFFYTLYRLGHQRFTAWQVWRYALCGVLWIE 320
NTDB id 1285 ACE17W RS10850 WP 010946363.1 VMRWIWSINYRCCLFLPANTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIE 320
NTDB id 1246 GCO85 RS03350 WP 061470007.1 VIRWIWSMSYRCCLFLPAHTIASIGGLLAALPYAFLAGFEPPVQRALIGCVLYTIYAIGKQRFTPWQIWRYALFLVLCIE 320
consensus **!!*!****!*!!**!! *!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!**!!*!**!*!!!!*!!*!!!!!**!!*!!

logo PHAVFMLQGFYFSFLAVACLLLTQHQRWRPFLKGNFYKGKSTLATVLQLSCL IGLMPLTLYHWYASYGS INGF ILANLFSAIPLVGSLFL IVPLSAL
NTDB id 1118819 EL064 RS13010 WP 128130164.1 PHAVFMQGFYFSFLAVACLLLTQQRWRFKGFKGSLVLQLSCLIGLMPLTLYWYAYGSINGFIANLFAIPLVGLLIVPLSL 400
NTDB id 1285 ACE17W RS10850 WP 010946363.1 PHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLALQLSCLIGLMPLTLHWYSYGSINGFLANLFAIPLVSFLIVPLAL 400
NTDB id 1246 GCO85 RS03350 WP 061470007.1 PHAVFLQGFYFSFLAVACLLLTHQRWPLKNYKKTLTLQLSCLIGLMPLTLHWYSYGSINGFLANLFSIPLVSFLIVPLAL 400
consensus !!!!!*!!!!!!!!!!!!!!!!*!!!**!**!**! !!!!!!!!!!!!!!*!!*!!!!!!!*!!!!*!!!!**!!!!!*!
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NTDB id 1118819 EL064 RS13010 WP 128130164.1 MTMAVSSLSIAKILMKTLSLLIALLFKVLSLTEHLAAVNINCSIYSMELAIVLIGALLMWVLLPIRSFQWIAMLWLLLPF 480
NTDB id 1285 ACE17W RS10850 WP 010946363.1 MTMITSPFHWSWILMKPLAWLVALLLQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPL 480
NTDB id 1246 GCO85 RS03350 WP 061470007.1 MTMITSPLHWSWILMKPLAWLVALLLQGLTYVEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPL 480
consensus !!!**!******!!!!*!**!*!!!***!***!**!**!!**!!*!**********!***!!!!***!***!*!!**!!*



logo FPPRTMALIQYSPGEAKL IDNVI LDVGQGLAVVAIRQTRQHHVLLYDTGDRSFYFQGNSDLGKQMVAI LIPYFLFKRTSLIG IKKTVIDMKIVVI SHPDKDHLKGG
NTDB id 1118819 EL064 RS13010 WP 128130164.1 FPPRTMLQSGEAKIDVLDVGQGLAVVIRTRHHVLLYDTGDRFFQGNDLGKMVILPYLKTLGIKKVDMIVVSHPDKDHLGG 560
NTDB id 1285 ACE17W RS10850 WP 010946363.1 FPPRTAIYPGEALINILDVGQGLAVAIQTQHHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGG 560
NTDB id 1246 GCO85 RS03350 WP 061470007.1 FPPRTAIYPGEALINILDVGQGLAVAIQTQHHVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGG 560
consensus !!!!!****!!!*!**!!!!!!!!!*!*!*!!!!!!!!!!**!!!*!!!*!*!*!*****!!!**!*!!*!!!!!!!*!!

logo LNSLERKE I
M
K
Q
I
V
D
N
R
QLLIVNDPHYFYHKRGLSKNCHDSYPPQWQWDGI

VSFRFLP IRKTEHSFNTGKKNNSNSC I LQI
V
K
S
T
N
H
SAGRMVLLTGDI EKI

AAEDE
NTDB id 1118819 EL064 RS13010 WP 128130164.1 LNSLEREIQVDRLLVNDPHFYHRGLKCHDYPPWQWDGISFRFLPIKTHFTGKNNSSCILQIKTHAGRMLLTGDIEKIAED 640
NTDB id 1285 ACE17W RS10850 WP 010946363.1 LNSLEKEMKVNQLIVNDPYFYKRGSNCHSYPQWQWDGVSFRFLPIRESFNKKNNNSCILQVSNSAGRVLLTGDIEKAAEE 640
NTDB id 1246 GCO85 RS03350 WP 061470007.1 LNSLEKEMQINQLIVNDPYFYKRGSNCHSYPQWQWDGVSFRFLPIKESFTKKNNNSCILQVSNSAGRVLLTGDIEKAAEE 640
consensus !!!!!*!*****!*!!!!*!!*!!**!!*!!*!!!!!*!!!!!!!***!**!!!*!!!!!****!!!*!!!!!!!!*!!*

logo YLVQRTNYGNSKQLEASDEVI LVVPHHGSKTSSSYRFLLEVANP I
LYAIASLGFDNRFHKFPHASKTLAQNSMKKTLDGS IPTFYFRTDTECGMVAQAITKL

NTDB id 1118819 EL064 RS13010 WP 128130164.1 YLVQTYGNKLESDVLVVPHHGSKTSSSYRFLLEVAPIYAIASLGFDNRFHFPHAKTLANMKKLSIPFYRTDTCGMVQITL 720
NTDB id 1285 ACE17W RS10850 WP 010946363.1 YLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAIASLGFDNRFKFPHSKTLQSMKTLGITFFRTDECGMAAIKL 720
NTDB id 1246 GCO85 RS03350 WP 061470007.1 YLVRNYGSQLASEILVVPHHGSKTSSSYRFLLEVNPLYAIASLGFDNRFKFPHSKTLQSMKTLDITFFRTDECGMAAIKL 720
consensus !!!**!!**!*!**!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!*!!!*!!!**!!*! !*!*!!!*!!!**!*!
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NTDB id 1118819 EL064 RS13010 WP 128130164.1 PVQGPINKPICFSRQRLQPV 740
NTDB id 1285 ACE17W RS10850 WP 010946363.1 PASGKINKPTCMQAV..... 735
NTDB id 1246 GCO85 RS03350 WP 061470007.1 PASGQVHRPSCMQAN..... 735
consensus !**! ***!*!****
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