
logo MKAKRCL IAVIVLLSLFFIV ITPLFPSVSHQATELNAEKPQDQLKATPKAQKPQPVI
LVVKDGKIDNLNKTADLVAYTSLTGS IFKGIGKKRAEAI IAYRQESNHHQGFKSLEE

NTDB id 1118816 EL064 RS10420 WP 115701810.1 MKAKCIAVVLSLFVITLPVHATLAKQDLAPKQPPIVVDKIDLNKADLATLTGSIKGIGKKRAEAIIAYRQSHHGFKSLEE 80
NTDB id 1272 LPP RS04360 WP 010946546.1 MKARLIAILLSFIVIPFSSQAENEP.QKTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEE 79
NTDB id 1249 GCO85 RS04230 WP 010946546.1 MKARLIAILLSFIVIPFSSQAENEP.QKTPAKQVLVKGKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEE 79
consensus !!!**!!**!!**!!*****!**** ***!*****!**!!*!!*!!***!!!!*!!!!!!!!!!!!!!!**!*!!!!!!!

logo LSADEVKGIGQHRFVNDVKNREKLSKEVI FV IQNKME
NTDB id 1118816 EL064 RS10420 WP 115701810.1 LSDVKGIGQHFVNVNREKLSEVFVIQKME 109
NTDB id 1272 LPP RS04360 WP 010946546.1 LAEVKGIGQRFVDKNREKLKEIFVIN... 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 LAEVKGIGQRFVDKNREKLKEIFVIN... 105
consensus !**!!!!!!*!!**!!!!!*!*!!!*
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