
logo MTMEDKKPQQL INC I
SFPNESAASLYAMAYMPFVKNGGGI

LF IRTNQHKVI
Y
E
S
F
LGAQMSVLNELSVKLMLDNEDNELPYELVDTGKVIVW ITPKGAQGNKTPPGI

V
NTDB id 1118815 EL064 RS09465 WP 128129952.1 ..MDKQQINCIFPNESALYAAYMPFVKNGGIFIRTNHKIEFGAMVNLSVKLMDEDELYEVDGKVVWITPKGAQGNKTPGI 78
NTDB id 1275 LPP RS06810 WP 025519545.1 MTEKPQLINCSFPNEASLYMAYMPFVKGGGLFIRTQHVYSLGQSLELSVKLLNENEPYLVTGKIVWITPKGAQGNKPPGV 80
NTDB id 1261 GCO85 RS07110 WP 025519545.1 MTEKPQLINCSFPNEASLYMAYMPFVKGGGLFIRTQHVYSLGQSLELSVKLLNENEPYLVTGKIVWITPKGAQGNKPPGV 80
consensus *****!*!!!*!!!!**!!*!!!!!!!*!!*!!!!*!****!****!!!!!**!*!*!*!*!!*!!!!!!!!!!!!*!!*

logo GIQFVTGENSSRNYLCNKI ETYLAGMLKSSCQI
VTDTI

NTDB id 1118815 EL064 RS09465 WP 128129952.1 GIQFVGENSSNLCNKIETYLAGMLKSSQITDTI 111
NTDB id 1275 LPP RS06810 WP 025519545.1 GIQFTGENSRYLCNKIETYLAGMLKSCQVTDTI 113
NTDB id 1261 GCO85 RS07110 WP 025519545.1 GIQFTGENSRYLCNKIETYLAGMLKSCQVTDTI 113
consensus !!!!*!!!!**!!!!!!!!!!!!!!!*!*!!!!

X non conserved

X similar

X ≥ 50% conserved


