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NTDB id 1118801 EL064 RS04270 WP 115701116.1 ........................MRNKRICCICFLSLLLVACTDDNEDLVNYINEVKQRKTREIEPLPSFAPLPSFKFP 56
NTDB id 1256 GCO85 RS04850 WP 011213356.1 MIIKNNQTLILGFFGNSLCTFLTSENFRKSLLTALLVLLLSACSGDNSDLVKYINEVKSRPGRPIEPIPKFAPLPIFRFP 80
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NTDB id 1118801 EL064 RS04270 WP 115701116.1 DNGNRRSPFKPISQKKEVDVNAPDKNRPKQPLEAFPLDALKFVGILKQDNEIWALIELPNKGVTPVRIGDYMGQNYGRIV 136
NTDB id 1256 GCO85 RS04850 WP 011213356.1 ENDDRRNPFKPIDQKKRNDIYAPDKKRPKQPLESFPLDALKFVGTLKKDNEIWALIRQPDGQISRVRVGDYMGQNYGRII 160
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NTDB id 1118801 EL064 RS04270 WP 115701116.1 SIKNDSIELIETTQSSGKWEKHRTKIELYTGK.. 168
NTDB id 1256 GCO85 RS04850 WP 011213356.1 LIKNDLIKLEETVQKSGTWEKQSTTINLDTGKQE 194
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