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NTDB id 1118787 EL022 RS15040 WP 081776860.1 IEHLAHININGSIQGMEWVIVLMGVLLMWVLLPIKPFQWIAPLWVLLAVFPHQTIRSPGEAVIDILDVGQGLAVVVRTQN 516
NTDB id 1285 ACE17W RS10850 WP 010946363.1 VEQIAGINITWSITSVTMMLAMTAGLFLRVLLPVKPFKHLAILWIILPLFPPRTAIYPGEALINILDVGQGLAVAIQTQH 511
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NTDB id 1118787 EL022 RS15040 WP 081776860.1 HVLIYDTGDRFFQGNDLGKMVILPYLKTLRVNKIDAVVISHPDKDHRGGLNSLENGVLVAKRLVNEPFYYNNHGVRCHDY 596
NTDB id 1285 ACE17W RS10850 WP 010946363.1 HVLLYDTGDSYFQGSDLGQMAIIPFFRSIGIKTIDKIVISHPDKDHKGGLNSLEKEMKVNQLIVNDPYFYK.RGSNCHSY 590
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