
logo

ML
MKS IG IKYQLR ITTL IPAFLVALLFLAFI FYNGLFGKNDLKQHMSRLGEAYIRQLLPAAQYAMLRNRDDYRTLQGL INASTINP

NTDB id 1118782 EL022 RS12715 WP 028380218.1 .MKSIGIKYQLRITTLIPAFLVALLLAIFYNGLFGNDLKQHMSRLGEAYIRQLLPAAQYAMLRRDDRTLQGLINASTINP 79
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MLKSIGIKYQLRITTLIPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGLINASTINP 80
consensus **!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!

logo EVKALAFYNSASDGQRL ILAYRGGKHS ILHNKPFNPPDKFYTGDYI ESKQINPFTINF IAP I
VTIPKFNLYSNSSTESFKENI

L
L
S
S
TPKMAI FTQRADD

NTDB id 1118782 EL022 RS12715 WP 028380218.1 EVKALAFYSSDGQLLAYRGGKHSLNKPFNPPKFTGDYIESKQINPFTINFIAPVTIPKFNLYSNSSFKNILSPMATRADD 159
NTDB id 1263 GCO85 RS09730 WP 080450539.1 EVKALAFYNADGRLIAYRGGKHSIHKPFNPPDYTGDYIESKQINPFTINFIAPITIPKFNLYSSTEFKELSTPKIFQADD 160
consensus !!!!!!!! !! !*!!!!!!!!**!!!!!! *!!!!!!!!!!!!!!!!!!!!*!!!!!!!!! * !! * *! !!!

logo I LGWLS IDIDTQRSLMI
L IKRYQML IVTI F ITLFGLLMGLTIHYFLSKR IYLMP IASRLRRSMKQI LRSNEFETE IKRTVSTSPGELGI

NTDB id 1118782 EL022 RS12715 WP 028380218.1 ILGWLSIDIDTRSMIIKRYQMLIVTIFITLFGLLMGLTIHYFLSKRIYLPISRLRRSMKQILRNEFETEIKTTSPGELGI 239
NTDB id 1263 GCO85 RS09730 WP 080450539.1 ILGWLSIDIDTQSLLIKRYQMLIVTIFITLFGLLMGLTIHYFLSKRIYMPIARLRRSMKQILSNEFETEIRVSSPGELGI 240
consensus !!!!!!!!!!! !**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!! !!!!!!!* *!!!!!!!

logo I EKQGCAHLQKRKQYLENTI
VRDLNHQHI E IATAEDLQQSLELLEEKNI ELSLEKKKI

TEEKSRQKSEF IANMSHE IRTPMNGVIGFT
NTDB id 1118782 EL022 RS12715 WP 028380218.1 IEQGCAHLQKKYLETIRDLNQHIEIATEDLQQSLELLEEKNIELSLEKKKIEEKSRQKSEFIANMSHEIRTPMNGVIGFT 319
NTDB id 1263 GCO85 RS09730 WP 080450539.1 IEKGCAHLQRQYLNTVRDLNHHIEIATADLQQSLELLEEKNIELSLEKKKTEEKSRQKSEFIANMSHEIRTPMNGVIGFT 320
consensus !! !!!!!!* !! !*!!!!*!!!!!! !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NVLLESKLDPLQLDYVKTIKASSAQDLLGS I INDI LDFSKIDAGKLHNLDC IPLDNIRGHC IDEVLSTLAASPNAHKKGIDL IP ITD
NTDB id 1118782 EL022 RS12715 WP 028380218.1 NVLLESKLDPLQLDYVKTIKASAQDLLGIINDILDFSKIDAGKLHLDCIPLNIRHCIDEVLTLAAPNAHKKGIDLIPITD 399
NTDB id 1263 GCO85 RS09730 WP 080450539.1 NVLLESKLDPLQLDYVKTIKSSAQDLLSIINDILDFSKIDAGKLNLDCIPLDIRGCIDEVLSLASPNAHKKGIDLIPITD 400
consensus !!!!!!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!!!!*!!!!!! !!*!!!!!!*!! !!!!!!!!!!!!!!!

logo

I
V
N
SVPKI

MVLGDPFLR IKQFI I STNLVTNAVKFTDHGYVL IVRTKI
VEQETDKDYTLCLFIATIATDTGI

LG I SPEDQSTKLFTAFNQADTS I
NTDB id 1118782 EL022 RS12715 WP 028380218.1 VSVPKIVLGDPFRIKQFITNLVTNAVKFTDHGYVLVRTKVEQETDKDYTLCITITDTGLGISPEDQSKLFTAFNQADTSI 479
NTDB id 1263 GCO85 RS09730 WP 080450539.1 INVPKMVLGDPLRIKQIISNLVTNAVKFTDHGYVLIRTKIEQETDKDYTLLFAIADTGIGISPEDQTKLFTAFNQADTSI 480
consensus * !!!*!!!!! !!!! !*!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!* ! !!!*!!!!!!!*!!!!!!!!!!!!!

logo TRRYGGSGLGLVICKKLCEEMHGRI SFLTSE I
LNKGSSTFSTAQRI

VKVEKLVAYE I EKNQI
THPRFAHFLKI

M
I
LCFDDNPSLHLEAI

L
C
GNG

NTDB id 1118782 EL022 RS12715 WP 028380218.1 TRRYGGSGLGLVICKKLCEEMHGRISFTSELNKGSSFTAQVKVEKLVAYEIEKNQIHPFAHFKMLCFDDNSLHLEALCNG 559
NTDB id 1263 GCO85 RS09730 WP 080450539.1 TRRYGGSGLGLVICKKLCEEMHGRISLTSEINKGSTFSARIKVEKLVAYEIEKNQTHRFAHLKIICFDDNPLHLEAIGNG 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!*!*! *!!!!!!!!!!!!!! !*!!! !**!!!!!*!!!!!**!!



logo LGFYWGI EQAC IPRVDNSFNKRLASRSAI LETKNHNKDCKNIAF ILNI
VNKQGCYEQRKQAIAEKI

L IAEKHKNQYFIPFYVL I SKWLP INDFYATALGAQRGFLYKP I S I
NTDB id 1118782 EL022 RS12715 WP 028380218.1 LGYWGIQCIPVNSFNRLASALENNKDCNIAFLNINKGYEQKIAKIIAEHNYFPYVLISKWLINDYTALGAQGFLYKPISI 639
NTDB id 1263 GCO85 RS09730 WP 080450539.1 LGFWGIEAIRVDSFNKLSRILTKHKDCKIAFINVNQGCERQAAELIAKHKQIPFVLISKWPINDFAALGARGFLYKPISI 640
consensus !!*!!! *!*! !!!*! ! *!!! !!!*!*! !*! ! *!! ! !*!!!!!!*!!!* !!!! !!!!!!!!!

logo QKLQDLVI ES ILATNSEQENNQI
TEKNPTVNHQELDGTLREQLRFLMHPDE I

LL IAEDNPVNKMLLDTSLLGNNTHNANI
MTATVDDGEMAVSTACENDKKFYD

NTDB id 1118782 EL022 RS12715 WP 028380218.1 QKLQDVIESLTSQENIEKPVNHELDGLREQLRFMHPDLLIAEDNPVNKMLLDSLLGTHANMTAVDDGEMAVSACNDKKYD 719
NTDB id 1263 GCO85 RS09730 WP 080450539.1 QKLQDLIESIANENQTEKNTNQELDTLREQLRFLHPEILIAEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKFD 720
consensus !!!!!*!!!* * !!* !*!!! !!!!!!!*!!**!!!!!!!!!!!!! !!! *!!*! !!!!!!!!*!! !!!*!

logo

L
MI LLDLHQMPKLVNGLEAAKRLMIRQKSLQLMNKRHSTP IVL I STANSGSSDLVNSS IDLMKKSGVDFCFLQKP I

VDEKQLL ITQI LR ITVDKATKHAA
NTDB id 1118782 EL022 RS12715 WP 028380218.1 LILLDLQMPKVNGLEAARLIRQKSQLNRHTPIVLISANGSDVNSIDLKKSGVDFCLQKPVDEKQLLTQILRITDKAKHAA 799
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MILLDLHMPKLNGLEAAKMIRQKSLMNKHSPIVLITASSSDLSSIDMKKSGVDFCFQKPIDEKQLLIQILRIVDKTKHAA 800
consensus *!!!!!*!!!*!!!!!!**!!!!! *!*!*!!!!!*! !!* !!!*!!!!!!!! !!!*!!!!!! !!!!! !! !!!!

logo IDWQLCVQKVSGNQALAEEFLASKRF IVEELHYKNREEF I EQLMHDQKNI
VKGKI

L
A
G
D
E
A
LAHKLHGACCFCSGVP I

TLQKKRVAVQLVEKLAARHRAT
NTDB id 1118782 EL022 RS12715 WP 028380218.1 IDWQLCVQKVSGNQALAEEFLSRFVEELHKNREEFIQLMHDKNIKKIGEAAHKLHGACCFSGVPTLQKKVVQVEKLAAHA 879
NTDB id 1263 GCO85 RS09730 WP 080450539.1 IDWQLCVQKVSGNQALAEEFLAKFIEELYKNREEFIELMHQKNVKGLADLAHKLHGACCFCGVPILQKRVAQLEKLARRT 880
consensus !!!!!!!!!!!!!!!!!!!!! *!*!!!*!!!!!!! !!! !!*! *** !!!!!!!!!!*!!! !!!*! !*!!!! *

logo ANSAIDEENLAETAPFATDEL IQS IDAVINSEYEHNQKYSVQR I
NTDB id 1118782 EL022 RS12715 WP 028380218.1 ASIEELATPFAELIQSIDAVINEYEHQKVRI 910
NTDB id 1263 GCO85 RS09730 WP 080450539.1 ANADNLAEAFTDLIQSIDAVISEYENQYSQ. 910
consensus ! * !! *! *!!!!!!!!! !!!*! *

X non conserved

X similar

X ≥ 50% conserved


