
logo MMTDETKTPQQL INCSFLPSNESADSLYAMAYMPFVKGGGLF IRTKQTHNVYSFLGSQESVLRELLS IVKLMLDNDEDNESPYVLVETGKVI IVW ITPKGAQGNKVPPGI
V

NTDB id 1118779 EL022 RS11715 WP 081776867.1 .MDTTQQINCSFLSESDLYAAYMPFVKGGGLFIRTKTNYSFGSEVRLLIKLMDDDESYVVEGKVIWITPKGAQGNKVPGI 79
NTDB id 1275 LPP RS06810 WP 025519545.1 MTEKPQLINCSFPNEASLYMAYMPFVKGGGLFIRTQHVYSLGQSLELSVKLLNENEPYLVTGKIVWITPKGAQGNKPPGV 80
NTDB id 1261 GCO85 RS07110 WP 025519545.1 MTEKPQLINCSFPNEASLYMAYMPFVKGGGLFIRTQHVYSLGQSLELSVKLLNENEPYLVTGKIVWITPKGAQGNKPPGV 80
consensus *****!*!!!!!**!**!!*!!!!!!!!!!!!!!!***!!*!****!**!!****!*!*!*!!**!!!!!!!!!!!*!!*

logo GVIQF ITGENSRYLCNKI ETYLAGMLKSSCQFVTDTI
NTDB id 1118779 EL022 RS11715 WP 081776867.1 GVQFIGENSRYLCNKIETYLAGMLKSSQFTDTI 112
NTDB id 1275 LPP RS06810 WP 025519545.1 GIQFTGENSRYLCNKIETYLAGMLKSCQVTDTI 113
NTDB id 1261 GCO85 RS07110 WP 025519545.1 GIQFTGENSRYLCNKIETYLAGMLKSCQVTDTI 113
consensus !*!!*!!!!!!!!!!!!!!!!!!!!!*!*!!!!
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