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NTDB id 1118766 EL022 RS08025 WP 028382184.1 MTQINLLPWRELKREQEKKLFTIMLLVCVVAAAFIVFLINSYASGLVSNQITRNQMLQKEINAMDAQLKEIKNLEKTREM 80
NTDB id 1254 GCO85 RS04840 WP 011213354.1 MTEINLLPWREQKREQEKKLFTTMLLIGIIIAAAIVFLMNSYVSHLISNQTNRNQILQKEITALDEQIKEIKALKQIREG 80
consensus !! !!!!!!!! !!!!!!!!!! !!!**** !! !!!!*!!! !*!*!!! !!!*!!!!! !*! !*!!!! ! !!
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NTDB id 1118766 EL022 RS08025 WP 028382184.1 LISRMSIVQHLQSTRTLMVHLFDELINITPSGVYLTQVEGKNDIISVLGYTESNTFVSMLMRNIENNDWLHNPVLSEIKR 160
NTDB id 1254 GCO85 RS04840 WP 011213354.1 LISRMSIVQNLQSTRTLMVHLFDELIKITPPGVYITKMQREHDVVTLWGYSESNTSISILMRNIEANVWIQNPVLTEIKK 160
consensus !!!!!!!!!*!!!!!!!!!!!!!!!! !!!*!!!*! * *!**** !!*!!!! *!*!!!!!! ! !**!!!!*!!!*

logo
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VEKKQQSPTENNEFKLSTFVLKSPKQFYQIG I I L
NTDB id 1118766 EL022 RS08025 WP 028382184.1 EENDKDKDKEKQQSTENEFKLTFVLSPQFQIGIIL 195
NTDB id 1254 GCO85 RS04840 WP 011213354.1 N.......VEKKQSPNNEFKLSFVLKPKY...... 182
consensus ******* !! !!* !!!!!*!!! ! *******
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