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NTDB id 1118762 EL022 RS06295 WP 338418470.1 MRQKIWSLTQSLRLYSICTLCNQFHNNKMAVCTPCIDFMPHLGPACQRCAYPLPDPHLQICGRCIKKAPHFDRAYINYTF 80
NTDB id 1270 LPP RS11540 WP 015961431.1 MLQKFLSITQNLRLPSICTLCNQFHKSQLAVCSNCMEFMKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRF 80
NTDB id 1247 GCO85 RS11680 WP 015961431.1 ......................................MKQLGSCCQYCAYPLSDDTYLVCGQCVRKRPSFDSAYIAYRF 42
consensus * ** **** *** ********** ***** ****!**!!**!!*!!!!!*!*****!!*!**!*!*!!*!!!*!*!
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NTDB id 1118762 EL022 RS06295 WP 338418470.1 EEPLRSLLHQFKYHEGLYLGSFLSHLMVNSLPNIENLPQCLIPVPMHPQRIKARGFNQAAVLVRLLARKLGLPYDITSCQ 160
NTDB id 1270 LPP RS11540 WP 015961431.1 EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQ 160
NTDB id 1247 GCO85 RS11680 WP 015961431.1 EEPLRSLIHQFKYHNGLYLASFLKQLLLNALPKSALKPDCLIPVPMHPKRLKRRGFNQAAVLTRLLARQLNIPYDLYYCQ 122
consensus !!!!!!!*!!!!!!*!!!!*!!!**!**!*!!*****!*!!!!!!!!!*!*!*!!!!!!!!!*!!!!!*!**!!!***!!

logo KIRINTEAPSQASNLDGEQRQRKNLRHAFKYSVKPKPLVPTW
Y
Q
EHVAMI IVDDLLTTGSTANELIAFHTLKKNSAGVKQRVDIWCCCARTAVGTKLN

NTDB id 1118762 EL022 RS06295 WP 338418470.1 KIRNTEPQASLDGEQRQKNLRHAFKSKKLPWQHVAIIDDLLTTGSTANELAFTLKKSGVKQVDIWCCARTVGKL 234
NTDB id 1270 LPP RS11540 WP 015961431.1 KIINTASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 234
NTDB id 1247 GCO85 RS11680 WP 015961431.1 KIINTASQANLDGEQRRKNLRHAFYVPPVTYEHVMIVDDLLTTGSTANEIAHTLKNAGVKRVDICCCARAVTKN 196
consensus !!*!!**!!*!!!!!!*!!!!!!!********!!*!*!!!!!!!!!!!!*!*!!!**!!!*!!!*!!!!*!*!*
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