
logo MRKQAELHPRTAVINKATQKNKQSKKRARSTDALLWLAAHNFPEAFDNSLR IRPLKIG IMDSDI LLQHADEKNAAEEQQVGI
VSKSKLREAVVL

NTDB id 1118756 EL022 RS02415 WP 028381593.1 MRKQELHPRTAVINKTQKNKSKKARTDALLWLAAHFPEAFDNSLRIRPLKIGIMDDILLHADNAAEQGISKSKLREAVVL 80
NTDB id 1286 LPP RS00740 WP 011212783.1 MRKQALHPRTAVINKAQKNQSKRARSDALLWLAANFPEAFDNSLRIRPLKIGIMSDILQHAEKAEQVGVSKSKLREAVVL 80
consensus !!!! !!!!!!!!!! !!! !!*!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!! !!! !!* ! !*!!!!!!!!!!!

logo FTRRLDYLACLKALREMVRIDLHGNPVVAGEVSTEEEAEHNAASMVKIKKRVEKSVKRNARKQVLVNTAEKAIAPNHPSYVNNQPSTVHSSTVKQPMNNTS
NTDB id 1118756 EL022 RS02415 WP 028381593.1 FTRRLDYLACLKLREMRIDLHGNVVGEVSEEEAEHAAVKIKKRVEKSVRNARKVLTEKIPNP.........VHSTQPNTS 151
NTDB id 1286 LPP RS00740 WP 011212783.1 FTRRLDYLACLKAREVRIDLHGNPVAEVTEEEAENASMKIKKRVEKSVKNARKQVNAKAANHSYVNNQPSTVSSVKPMNS 160
consensus !!!!!!!!!!!! !!*!!!!!!!*!*!!*!!!!!*! *!!!!!!!!!!*!!!! * ! *! *********!*! ! !

logo FDQAKIGQPSL
S
H
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A
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TYPLVRSSTYANSTLQNAVAPAMQPSAKRASPTASVMVVKHNKATPTKRQYDPDAVVARLKEKLGLSRKSALEDEKKETVI
TE

NTDB id 1118756 EL022 RS02415 WP 028381593.1 FQAKIGQPSLPAEDHFPTYPVRSSTYNTLNAPAQPARATAVMVKNKTTRQYDPDVVARLKEKLGLSRSLEEKKEVIE 228
NTDB id 1286 LPP RS00740 WP 011212783.1 FD.......SHPEPLLPIYPLRSSTYASQNVAMQSAKSPSVVVKHKAPKQYDPDAVARLKEKLGLSRKAEDKKETTE 230
consensus ! ******* *!** ! !!*!!!!! * ! * !*!* * !*!!*! **!!!!! !!!!!!!!!!!! !*!!! !
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