
logo MTI
TQKGI ITLTI L I F I SGLLSTAVFI LLLDDSHLSFFRAQQNQRKHYVERTLQLQKR I

MTALTKKQTACLDLPLNNDNESVKQI S IAT
NTDB id 1118750 ELZ63 RS07880 WP 065245144.1 MTTQKGIITLTILIFISGLLSVILLLDDSHLSFFRAQQNQRKHYVERTLQLQRITALKKQTACLDLPLNNDESVKQISIT 80
NTDB id 1352 HI 0940 AAC22604.1 MTIQKGIITLTILIFISGLLTAFLLLDDSHLSFFRAQQNQRKHYVERTLQLQKMTATKKQTACLDLPLNNNESVKQISIA 80
consensus !! !!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!! !!!!!!!!!!!!! !!!!!!!!

logo LDEGASTDAS IQYFLWCER I
MSLFKKSPKKGDNQGALKDF IVHTDTEKLATDYFRPHFSSPPR I LNANKMTPKLYWFSDSQAEVE INGTV

NTDB id 1118750 ELZ63 RS07880 WP 065245144.1 LDGATDSIQYFLWCERISLFKKSPKKGDNQGALKDFIHTEKLTDFRPHFSSPPRILNANKTPKLYWFSDSQAEVEINGTV 160
NTDB id 1352 HI 0940 AAC22604.1 LEGSTDAIQYFLWCERMSLFKKSPKKGDNQGALKDFVTDEKLAYFRPHFSSPPRILNANKMPKLYWFSDSQAEVEINGTV 160
consensus !*! !! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!** !!! !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!

logo SAVL IAEGDLKLTGKGR I SGAVITNSGNLTLDGVTLAYGKKTVVATLVQRQYSQWQLAEKSWSDFNVQDE
NTDB id 1118750 ELZ63 RS07880 WP 065245144.1 SAVLIAEGDLKLTGKGRISGAVITNGNLTLDGVTLAYGKKTVVTLVRQYSQWQLAEKSWSDFNVQDE 227
NTDB id 1352 HI 0940 AAC22604.1 SAVLIAEGDLKLTGKGRISGAVITSGNLTLDGVTLAYGKKTVVALVQQYSQWQLAEKSWSDFNVQDE 227
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!
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