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NTDB id 1118657 ELZ61 RS10160 WP 126373393.1 MAKMKGFTLLEFLIVLLISSMLLLTALPVWQQNQEQSVLSKEQQRLYLFFRTIQRRVENSNQVWFLVANRDLASQKWCIA 80
NTDB id 1350 HI 0938 AAC22602.1 ..MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLT 78
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NTDB id 1118657 ELZ61 RS10160 WP 126373393.1 AQVKSDKICNCLQPHLCPEELMANIYQPLFPTQTMISSKHYFPQEMARFSGIRNTIQADCFLLQAGQAKTLFSFFNVGSL 160
NTDB id 1350 HI 0938 AAC22602.1 AQVKNNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSI 158
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NTDB id 1118657 ELZ61 RS10160 WP 126373393.1 KLKQGNSLSACGEP 174
NTDB id 1350 HI 0938 AAC22602.1 RVKTNQFDSACN.. 170
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