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NTDB id 1118652 ELZ61 RS08255 WP 126372846.1 ILSQAEQSASLNRISIPIKIEKILHQQDYQTVIATGKLAENLPSQRIYLQWQNSEKNLENKAAEQIKAGQIWQAELLLKP 160
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NTDB id 1118652 ELZ61 RS08255 WP 126372846.1 RCYYTPWQYFQCVVALLILWDPLMLLSVSFWLSAGAVASLILWYQLVPLDLIQWQIYPIKNQWVKKILRWIFSLFHLQLG 400
NTDB id 1359 HI 0061 AAC21739.1 RRHYSPIQFFTLVVGFLLFCDPLMPLSVSFWLSCGAVGCLLLWYRYVPFSLFQWKNRPFS.....PKVRWIFSLFHLQFG 376
consensus !**!*! !*! *!!* !* *!!!!*!!!!!!!!*!!!**!*!!! !! ! !! ! ****** *!!!!!!!!!! !

logo LLCLFLFTP I
LQLFYFLFHNGLTSLASGFML

VANFLLMAVP I
V
F
YSFLCLLVPLMI

VLFAVFLSTNQGATFMF
NSWQGLANKYLAEGKITAGL ILSQVFWQGNWLMDTLVSEFNLQ
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NTDB id 1118652 ELZ61 RS08255 WP 126372846.1 SQWIVILLLILGLGYAFYLQKLPQKIAKKSILAGKKTISLNAEKLPSPLFLQRMKPIFAGLLGI...MLMNLAWQEINAP 557
NTDB id 1359 HI 0061 AAC21739.1 ALGLTALCAGIFMLIIWNIYREPEISSSNWQIKRAKFF...TLNLSKPLLKNERINVLRCSFGIILLCFTILLFKQLSKP 533
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NTDB id 1359 HI 0061 AAC21739.1 TWQVDTLDVGQGLATLIVKNGKGILYDTGSSWRGGSMAELEILPYLQREGIVLEKLILSHDDNDHAGGASTILKAYPNVE 613
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