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NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLL...ANAEET.............APAAQVEEGIVITVNINTASAEELATLLKGIGLKKA 64
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLSLCLPTLPLL...ANAEET.............APAAQVEEGIVITVNINTASAEELATLLKGIGLKKA 64
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MKKLSRYT.FSLLFGLFSATTF.....AEEKVTTSTEHTPVVM.QQVAATQKVNANVVNINTATASEIQDKLVGIGAKKA 73
NTDB id 1118639 ELZ61 RS02855 WP 126371281.1 MKIKTVLSSLLLSIGLLSSFSVVGQPQLNEKVSSSTAQV....LTDTIKEESFIGEKLNINTATASDIQRSLVGIGAKKA 76
NTDB id 1362 HI 1008 AAC22669.1 ..MKTLFTSVVLCGALVVSSSF.....AEEKATXQTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKA 73
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NTDB id 1159 ABDM36 RS04765 WP 001166105.1 QAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL........ 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 QAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL........ 103
NTDB id 1382 A4U84 RS07375 WP 062924234.1 QAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE....... 113
NTDB id 1118639 ELZ61 RS02855 WP 126371281.1 EAIVDYREKHGKFTAVEQLLEVQGIGKATLEKNRERIDPLSFSEDGK 123
NTDB id 1362 HI 1008 AAC22669.1 EAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF........ 112
consensus *!!!*!!!**! !* ***!**! !!!*!!***!***!**
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