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NTDB id 111844 BLEG1 RS06720 WP 038478735.1 ......MDVEETGRYIKGKVTHVLFRNAENDYTVATVKIDKTNEQIEAKKTTIVGHLPELEMDETYSFFGQVTEHPKFGT 74
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus ****** ! *!*!! ! *!***! ! !!! !!* ! ! !! ! ** !* ! ! *!!!*!*! * !!!!!
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NTDB id 111844 BLEG1 RS06720 WP 038478735.1 QYKVETFKREMPKTKNGIIKFLSSDRFPGIGTKTAETIVNELGERAISLIIEDQHVLDRVPKLKKENAMMLHQRLLEHQG 154
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !* !*!!*!*! !! !!! *!!!! !*!!! !!!! !! !!* !! !* ! *!! !!*! ! ! !* ! !!!
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NTDB id 111844 BLEG1 RS06720 WP 038478735.1 AEQVIIQLSQYGFGTELSMNVYRAYKLQALDIIRTNPYLLIKDVEGVGFRRADQLGAAIGLTGDHPERVRAGILYLINEL 234
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !!**! ! !*!!!* !!! *! !! !* ! !!! !*!!!!!*!! *!! !! *!!*! !!!!!*!*!!! *
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NTDB id 111844 BLEG1 RS06720 WP 038478735.1 SIQDGHLFLNTESFIQEVVLLLHTPNKP...VSNENVQQIIKEMNEEGLVVTEHDRIYMKSLFYAERGIAQNIMRIKS.Y 310
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus ** *!! ** !! ! * !!* * ******* * ! * ! *! !* !*! *!!!!!! *! * *! !*
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NTDB id 111844 BLEG1 RS06720 WP 038478735.1 ELQSEFTQADMEKTLGELEENYNVTYSHFQKEAIETALHSPIMLLTGGPGTGKTTVIKGIVESYARLQGVNLDGRGTSEK 390
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAY..K 398
consensus ! !* * !!!!!! ! ! !!!!! !!*!!**!!!!!!!!!!!!!!*!!!! !* !*!! !!* * **!
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NTDB id 111844 BLEG1 RS06720 WP 038478735.1 ENRSLPIKLAAPTGRAAKRMAEATELSAGTIHSLLGWKGSATGFDKGDHDQLEGELLIVDEMSMVDAWVANQLFKAIPKG 470
NTDB id 355 BSU 27480 NP 390625.1 KDEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGA.EGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDH 477
consensus !! !!!!!!!!!!!! ! ! !*! !!! !!!! ! * !! * ** **!! !!!*!! !!*! !*!!*!!!!!! *
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NTDB id 111844 BLEG1 RS06720 WP 038478735.1 MQVVLVGDENQLPSVGPGQVLKDLLDSEVIPTVQLNEIYRQAEGSSIIELAHSMKDGYLPTDITAKKPDLRFFSCQTNQV 550
NTDB id 355 BSU 27480 NP 390625.1 IQIIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQI 557
consensus *!***!!!! !!!!!!!!!!!*!!! ! !!!!! ! *!!!!!!!!!!*!!!! !! ! !! *!!* *! ! ! !*
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NTDB id 111844 BLEG1 RS06720 WP 038478735.1 KQAVWQICENARTKGYSPREIQVLAPIYRGGAGIIELNTMLQTLFNPAKEGRREIPFGDVIFRKGDMVLQLVNNAEENVF 630
NTDB id 355 BSU 27480 NP 390625.1 KEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVF 637
consensus ! ! ** !! !!!****!!!!!!*!!! !!! !!! !!! * !!*!! !!!**!!!!**! !! *!!!!!**! !!!
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NTDB id 111844 BLEG1 RS06720 WP 038478735.1 NGDRGEIVAILYAKETTEKKDQLVVSFDGLEVTYDKKDFTQLTHAYCSSIHKAQGSEFPIVVMPVVGNYQRMLRRNLLYT 710
NTDB id 355 BSU 27480 NP 390625.1 NGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYT 717
consensus !!! !!! ! !!!! !!! ! !!!!!! !*!* !!!! ! !!!!!*!!!! !!!!!!!!!*!!! ! !!!!!!!!!!
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NTDB id 111844 BLEG1 RS06720 WP 038478735.1 GITRAKQFLLLCGDIKTFEQAIQKKND.GRQSLLKDRLQERMM..................................... 752
NTDB id 355 BSU 27480 NP 390625.1 AITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQ 797
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