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NTDB id 111843 BLEG1 RS06630 WP 038478688.1 MLQPNARWRILEQETTKVTNLVNELNLSQVAARLLVNRGFTDPETASEFLMKDEPAFLDPFLLKGMAEAVDRIQSAVEKN 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! * !! ! ** !! ! !***** ! !!! !!! *!*! !!* ** ! !!! *!!! !! !!! !* *
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NTDB id 111843 BLEG1 RS06630 WP 038478688.1 EQILVFGDYDADGVSSTAVLVTALKMIGADCDYYIPNRFTEGYGPNNPALQWAKDEGYSLVITVDTGISAVTQADYAKEI 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus ! !***!!!!!!!!*!! !*** ! * ! *!*!!! !! !!!!!! *! !* !*!!*!!!!!!! !!* ! !!!*
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NTDB id 111843 BLEG1 RS06630 WP 038478688.1 GLDFIVTDHHEPPPTLPNSYTTINPKQPGCSYPFKELAGVGVAFKVAHGLLGRVPNELLDYAVIGTIADLVPLVGENRLL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !!! !*!!!!!!*! !! **!!!!!!*!!!!!!!!!!!!!!*!!*!!! *! !!!! ! !!!!!!!!!!* !!!!*
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NTDB id 111843 BLEG1 RS06630 WP 038478688.1 AKKGLRAFQTSDKIGIQALKDVCGMTAGEVEADHIGFAIGPRLNAAGRLDSAIPAVELLLAENREEANELASEIDRLNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !! * **!* ! **! !! ***!! **!!!!! !!** ! !!!*!!* ! !! !!! !!! !!!!
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NTDB id 111843 BLEG1 RS06630 WP 038478688.1 RQKVVNDISKDAIAVVQEMDGIPEALVVAKEGWNAGVIGIVASRLVEKFYRPTIVLTIDPETGLAKGSARSIEGFDMFAE 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFES 400
consensus !!!*! ** *!! *! * !*!!!! !!!*!!*!!!!!*!!**!!!! !!! !!*! !*!!!!!!!! !! *!
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NTDB id 111843 BLEG1 RS06630 WP 038478688.1 LSKSRDILPHFGGHPMAAGMTLQSEHVGMLRERLIEQAKNGLAPEAFTPITTIDLTVAVDDVTIEVLKEIEELSPFGVEN 480
NTDB id 354 BSU 27620 NP 390640.1 LSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLN 480
consensus !! *!!!!!!!!!!!!!!!!!! !*!* !! !! ! ! ! ! *! ! !* *!! **!*!*!*! * !* !!!!!* !
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NTDB id 111843 BLEG1 RS06630 WP 038478688.1 AKPRVLIDDVKLADIKQIGSDSSHLKFQFAGEAKTLDGIAFRKGDLFEHITPQASVSAVGTLSINEWNGRIKPQLIVDDL 560
NTDB id 354 BSU 27620 NP 390640.1 PKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDA 560
consensus *!!*!!** ! !** !! *!*! ! !!***! !!*! !*! ! *! !! *!!!!!! ! !!!!** !
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NTDB id 111843 BLEG1 RS06630 WP 038478688.1 AVKQWQLFDWRSLQLNRVGTRLVDLPSEKSIVIAFQEKTFEACQER....GIVVYRSSD..PLPSFANNYIILLDVPSHR 634
NTDB id 354 BSU 27620 NP 390640.1 AVSEWQLFDLRGKRTW..EDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus !! !!!!! ! ** * !!! ! ** ! ! * *! **** **! ! !*** * !!*!!!*!**
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NTDB id 111843 BLEG1 RS06630 WP 038478688.1 EELYRLFEEGSPPSRIYVVFSEEEESFFKTNPNRDQFKWYYAFLKKRQSFKVADL.KKLEAYKGWSSETTSFMNEVFNDL 713
NTDB id 354 BSU 27620 NP 390640.1 DMLARL.LEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDL 717
consensus * ! !!* !! *! !!! *! *!**! ! ! !!*!!!!!!!! !! ! ! ** ! *!!!! !! !! !! !!
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NTDB id 111843 BLEG1 RS06630 WP 038478688.1 GFIQMDDQYLTIVEAPAKKDLSDSKTYQAKQEQTWLENELVYASYGQLRELFSERIGSKDSQKKETITHGL 784
NTDB id 354 BSU 27620 NP 390640.1 GFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAY.ESTRRT. 786
consensus !!* ** !**! ** !*!!*!! !!!!!! !** ! ! ! !*! * *!* * *
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