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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 111835 MIM RS20400 WP 025374613.1 ..MASVNKVILVGNLGRDPEVRYSPDGAAICNVSIATTSNWKDRNSGERREETEWHRVVFYNRLAEIAGEYLKKGRSVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQ..EAYQRPAQQS............. 136
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQ..EAYQRPAQQS............. 136
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPAQGGMNVPAQQGSWGQPQQPA............. 145
NTDB id 111835 MIM RS20400 WP 025374613.1 EGRLKTRKWQDKDTGADRYSTEIVA....DQMQMLGGRESTG.GMDDGG.FGGD.D..GYSSAPRQAP............ 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQ.NGQDRYTTEIQG....DVLQMLDSRSSGG.DF......GGN.QGSGWNQAPAQTNYNQGGYSDNYAQ 145
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NTDB id 1131 NGFG RS05740 WP 003695064.1 .RQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 .RQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .KQHQPM....QQSA..PQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 111835 MIM RS20400 WP 025374613.1 ...........QRQAPQQQQRPAQKPAANIMDMDDDIPF 165
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNNFNGG....NATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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