logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1118284 ELZ51 RS05925 WP 115252901.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1118284 ELZ51 RS05925 WP 115252901.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1118284 ELZ51 RS05925 WP 115252901.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1118284 ELZ51 RS05925 WP 115252901.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1118284 ELZ51 RS05925 WP 115252901.1
363 SMU RS05195 WP 002262215.1

consensus

AAADES R

1L

) st Tk S onvGuAnerec Ll

MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENA.
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR

MEFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR
BUNKLKKAPA - D 'BIFig [§F VETEIFPAYMT IILQ 'M: g Y- SVDEELIE SHNAE:F# 5y RRM - EFI33DAENRY

UL I eMA0KQD TESENNPITEA.|94Y. .
sk Dok Dokokokokokokokokok Dokokok Dok DD Dok D Dokok D Dok D Dok Dox Dookokok Dok D1 ook |okokookook ok | okook ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok | ]k

RO wss ] OKorTol oLl vorcuel s CRELRVILL BT

RADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS
..RADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS
.RADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS
BRADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVENSYGQEEIYRVILMETNISS

Fokok ok kR ok kokkkkokokok | Lkk || ok ok ok ok ok ok ok ok |okskokskok sk ok kR ok okok ok Dok Dokokokokokok Dok DD sk Dok | skoskokok ok ok ok ok ok ok

WMokl 0tk UL R LS BT LAY

VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ

VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ

VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ

VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ
N{EEQL EAN MEQ I VMilIFW S LAS YL

INT QLE ARNN P@'MN I BIVMIRYFW S AS YLA |US[¥
Do D Dok Dok ok Dok D Dok D Dok Dokor b Lok Lok Dokok Do D Dok D Lsgoe LLLDLLLDEEDL LD

UL T DAEIAYLEEIRL R 2L LRI [ s HTHINE L VRIS

NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF
NRLETLFRKPEATIMDVSESTIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF
NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF
NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF
NRLE LFRKPRJATIM [JSER| ASSL EVRNMRHMLTTLLNLARRDDGIRP [ BJ FF |NFENY @ ARENE VF

L R I O B | Pkl ] L T T e O B B B A A o O T I O O O B B B B e i e e S I B S S S | sk bk *

T T s RO

ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRAQ
ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQ
ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRAQ

ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRAQ

[EE T S N B B B B * ok kkk | [ N N N O B B I N A T T T A A O R A |

156
156
156
156
159
154

236
236
236
236
238
233

316
316
316
316
318
313

396
396
396
396
398
393



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1118284 ELZ51 RS05925 WP 115252901.1
363 SMU RS05195 WP 002262215.1

consensus

LA TR R

KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK

KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK

X non conserved
B similar
>50% conserved

444
444
444
444
436
435



