logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1184 GTF74 RS02335 WP 000649326.1
1167 A1552VC RS11065 WP 000649326.1
1160 ABDM36 RS02330 WP 000649326.1

1292
432

1136
1229
1424
1109
1119
1400
1309
1273
1260
619

1415
588

111802 MY04 RS21175 WP 084006043.1

460
272
231
197
162
431
396
387

consensus

VP RS12235 WP 005479693.1
SGO RS09405 WP 012130939.1
NGFG RS02420 WP 003687912.1

CJJ81176 RS06455 WP 002869328.1

RS RS02795 WP 011000517.1

OK783 RS10670 WP 157147416.1

NGFG RS11465 WP 017147169.1

DSB67 RS12660 WP 010643261.1

DR RS02825 WP 034349477.1
LPP RS03425 WP 010946364.1

GCO85 RS03355 WP 010946364 .1

LCA RS06470 WP 011374999.1
SGL RS07945 WP 010872381.1
KW2 RS10845 WP 051303741.1

GPW51 RS00790 WP 011921720.1
KZH43 RS09255 WP 000738626.1
SPD RS09885 WP 000738626.1
SPR RS09420 WP 000738626.1
SP RS10370 WP 000738627.1
SGO RS09410 WP 012130940.1
FSA28 RS09395 WP 002263437.1
SMU RS09025 WP 002263437.1

L|_

<_
f————
_<,—

\/ =¥

IGABMA ARARIRIY QNYVKKSAIGVGLANET
IGABMA ARAIRRIY QNYVKKSAIGVGLAN
IGNRRA ARARR Y QNYVKKSAIGVGLANET

GRAAAARYAYQNYVTRSEVTSGLATMK

|

<< <<<s<<s<<s<<<El<<<<<<<<<<<<

LGAQKQRAEKKTDQAL
LLGQVGKARESEAKST
LIKEKAQVQKTGEAAYV

LSQQKDAIQKKGDAAV

LTKQKEAVNDKGKAAV
LTKQKEAVNDKGKAAV

G s s R
* S G IS I I

LTKQKDKVKDTGGSAV

LTL..............

AL 16tLakty brttaditongs a9

........... NI
TA K ........... NI
........... NI
........... PA




logo

NTDB id 1184 GTF74 RS02335 WP 000649326.1
NTDB id 1167 A1552VC RS11065 WP 000649326.1
NTDB id 1160 ABDM36 RS02330 WP 000649326.1

NTDB id 1292
NTDB id 432

NTDB id 1136
NTDB id 1229
NTDB id 1424
NTDB id 1109
NTDB id 1119
NTDB id 1400
NTDB id 1309
NTDB id 1273
NTDB id 1260
NTDB id 619

NTDB id 1415
NTDB id 588

NTDB id 111802 MY04 RS21175 WP 084006043.1

NTDB id 460
NTDB id 272
NTDB id 231
NTDB id 197
NTDB id 162
NTDB id 431
NTDB id 396
NTDB id 387
consensus

VP RS12235 WP 005479693.1
SGO RS09405 WP 012130939.1
NGFG RS02420 WP 003687912.1

CJJ81176 RS06455 WP 002869328.1

RS RS02795 WP 011000517.1

0K783 RS10670 WP 157147416.1

NGFG RS11465 WP 017147169.1

DSB67 RS12660 WP 010643261.1

DR RS02825 WP 034349477.1
LPP RS03425 WP 010946364.1

GCO85 RS03355 WP 010946364 .1

LCA RS06470 WP 011374999.1
SGL RS07945 WP 010872381.1
KW2 RS10845 WP 051303741.1

GPW51 RS00790 WP 011921720.1
KZH43 RS09255 WP 000738626.1
SPD RS09885 WP 000738626.1
SPR RS09420 WP 000738626.1
SP RS10370 WP 000738627.1
SGO RS09410 WP 012130940.1
FSA28 RS09395 WP 002263437.1
SMU RS09025 WP 002263437.1

EJ’:Y\;L{FIE rAA\ S Q’\Xﬁ" 6;’ | = KYVL’J%‘LV\A{ED Do IVIAZTARRAER S
IDMIATEGSFPATTAGTAAG. . ... ... .... FTRIBGTVEDMGDGKIVIAPTASGALG. .
IIDMIATEGSFPATTAGTAAG. . .. ........ FTRIBGTVEDMGDGKIVIAPTASGALG. .THKY........... TFDA
IDMIATEGSFPATTAGTAAG. . ... ... .... FTRIBGTVEDMGDGKIVIAPTASGALG. .THKY........... TFDA
IMLHYQENGIAAA. ... .. AT............ LAQ®GVDVAANDL....GAIDSALAGGSPTEEF . .......... TFDA
IBHEYQESQKLSVSSQRKLVLEISSQEISNGY. . ARMPIP. ... .......... KGIQAPESTQIY............ FDK
YICPVQVKKDGA.PNNRCDFS..KK...GR...GM®. .A................ FGDKNENKAYDNDTVDVFLRSVVLN
SIPTLKNDHLNSIKTMSNVSG. ... ....... IENEDLS.............. N....FNE®TKEV........... NF.R
SENAANAQSDLSV..GSSVFT..PT....KN.VANMTIA............... GTGTVPEQERYV . .......... TYTT
TEMYLNHGIWPKDNTSAGVAS.A.STIKGKYVQ.KM....................EVAKEVESEA........... QMAS
TEMYLNHGKWPENNTSAGVAS .PPTDIKGKYVK.EM. ...................EVKNEVASERA........... TMLS
INLCAHEHAADAGAFKTKCHQT. . ANGIPAAFTLNNJ®TVT. ... ... ....... PAAGAASEAMSIT . . ......... T.VN
IMVARGADGRLPAA. .GNCDST. .AN....... LGTNAVA. . ................. TPGA@RA . ..............
IIRCYSQNFSYAA. .. .ACGAL..PA....... FPQT..T...................PNRYY®RI........... NISN
IMRCYSQNFSYAA. .. . ACGAL..PA....... FPQT..T...................PNOYY®RI........... NISN
IMLASDEIGHQ.......... I..KS....... LDEE ................................. DQLK
GMFTEKGTFAT....... DT..ET....... LEVP. .A. ... ... ... ... PDENFFS........... FAVN
LMELDHDN.......... DK..PN....... LSE. B SAM-Q ........... KQV.
INLMELEHD. . ......... EE. . AT....... VAD|®

INLMSLEKN. .......... ED..AS....... LRKI®

INLMSLEKN. . ......... ED..AS....... LRK|®

IALMSLEKN. .......... ED..AS....... LRKI®

INLMSLEKN. .......... ED..AS....... LRKI®

INLMELKNTG. . ........ DQ..AT....... LSK|®

INLMELNKT. . ......... DS..AT....... LSK|®

ILMELNKT . .......... DS..AT....... LSK|®.

* *



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1184 GTF74 RS02335 WP 000649326.1
1167 A1552VC RS11065 WP 000649326.1
1160 ABDM36 RS02330 WP 000649326.1
1292 VP RS12235 WP 005479693.1

432 SGO RS09405 WP 012130939.1
1136 NGFG RS02420 WP 003687912.1
1229 CJJ81176 RS06455 WP 002869328.1
1424 RS RS02795 WP 011000517.1
1109 0K783 RS10670 WP 157147416.1
1119 NGFG RS11465 WP 017147169.1
1400 DSB67 RS12660 WP 010643261.1
1309 DR RS02825 WP 034349477.1
1273 LPP RS03425 WP 010946364.1
1260 GCO85 RS03355 WP 010946364 .1
619 LCA RS06470 WP 011374999.1
1415 SGL RS07945 WP 010872381.1
588 KW2 RS10845 WP 051303741.1
111802 MY04 RS21175 WP 084006043.1
460 GPW51 RS00790 WP 011921720.1
272 KZH43 RS09255 WP 000738626.1
231 SPD RS09885 WP 000738626.1

197 SPR RS09420 WP 000738626.1

162 SP RS10370 WP 000738627.1

431 SGO RS09410 WP 012130940.1

396 FSA28 RS09395 WP 002263437.1
387 SMU RS09025 WP 002263437.1

consensus

=9 8RS *JQ.J—X\-A/\KQYLA‘ L EEeRY *Z#%D\KNLNQIV e e e /\R&yh‘ S
GV.VSSSKIQLA................ RDANGLMTC ST T . VTS . . o e e e e e e e e e e e e e e e e
GV.VSSSKIQLA................ RDANGLMTC ST T . VTS . . .ot e e e e e e e e e e e e e e e e
GV.VSSSKIQLA................ RDANGLMTCSTT . VTS . . i e e e e e e e e e e e e e e e
DSSIDGGILTFT................ RDAATGMSCLP T . A. P . . e e e e e e e e e e e
AG.GNSS.LSKVQFQT............ KEGLVTMQLYIGNGKEFKKT TN . . .. . ittt e e e e e et e e e
DT.DDSRINYA...... FNHIAFGSSQPTADRVVMITFNQ.NGTFGYLPDQNLKDNSKFVYSDGYIQIVLTDARAVSDADK
VG.DDKKCLKLV.FINKVDFILMGIS..SNEAS...... KNATIT . .. e e e e e NAANQ.SH
AA.G.GGTLALVPTAAGTAL.PVSSA. .PSGPIMMTCYAQNKA . . . . .. e e et e e QAASS. ..
TG.V....N...KEIQDKKLSLWAKR. .QDGSVKMFCGQP . VT . ... .. . it i e RTGDN.DD
SG.V....N...NEIKGKKLSLWGRR. .ENGSVKMFCGQP . VT . .. ... . i i e RADDD.TV
AA . NDKGPI...K..QNEKYILTATY..ASNGVTHSSECKDAT . . .. . @ @ ittt et e et e NAV.....
................ AGAYSLDGTG. .SKFAVTATSV.TNKT...................c.cevevc.....FCFDG...
LT.A............. TTYTLTA. .. . TPVGTQAKDTE.CAS . . . . . e e e e e e e MSINQ...
LT.A............. TTYTLTA. ... TPVGTQAKDTE.CAS . . . . . e e e e e e MSINQ. ..
HA K. ... ... ... .. .. .. EKGI. . TIEGGTVKQK . . . . it e e e e e e e e e e e e e e e e
TA.DNTEAI...QDATALNWEADGTR..SMSGGTEYDS . . . .GT. ... . . ittt et et e e RAF.....
................. TAY............DDMYDQNKNEQ........ ... ... ..RNF.....
................. KQY . ..o AT AKK . o e e e e e e
................. KAY............KEMHDKNGGAN. .. ... .. ... ... ..RKV.. ...
................. KAY............KEMHDKNGGAN. .. ....... .. ...t eueee....RKV. .. ...
................. KAY............KEMHDKNGGAN. .. ... .. ... ... ..RKV.....
................. KAY............KEMINDKNGGAN. .. ....... ... eueeee...RKV.. ...
................. DSY............KAMYGKNNSET............ ... .o .o....QAV.. ...
................. NSY............KDMYAKHPSKT...............iueueeeo...RHV. ...
................. NSY............KDMYAKHPSKT............... ... eee....RHV.. ...

139



logo

NTDB id 1184
NTDB id 1167
NTDB id 1160
NTDB id 1292
NTDB id 432

NTDB id 1136
NTDB id 1229
NTDB id 1424
NTDB id 1109
NTDB id 1119
NTDB id 1400
NTDB id 1309
NTDB id 1273
NTDB id 1260
NTDB id 619

NTDB id 1415
NTDB id 588

NTDB id 1118
NTDB id 460

NTDB id 272

NTDB id 231

NTDB id 197

NTDB id 162

NTDB id 431

NTDB id 396

NTDB id 387

consensus

N N E,'!'égts-z— R8P Amn . v,

GTF74 RS02335 WP 000649326.1  ........... ETAPKGCTAGATIN . o oo eveveeee e

A1552VC RS11065 WP 000649326.1  ........... ETAPKGCTAGATIN. .. ... .. i
ABDM36 RS02330 WP 000649326.1  ........... ETAPKGCTAGATIN. ... ...
VP RS12235 WP 005479693.1 ........... ATAVDGCS . . o ot
SGO RS09405 WP 012130939.1 e e
NGFG RS02420 WP 003687912.1 KFRSAVVLINSSGRVEVCRKNDTRAVCKH. . ... ............
CJJ81176 RS06455 WP 002869328.1 E.DLENVNFTSSSSNKACVILSKNENFKNLASKTY.LLIGGM....
RS RS02795 WP 011000517.1 VAPSGTMSLAAKYAPAECR. . . . o oot
OK783 RS10670 WP 157147416.1 TVADANNAIDTKHLPSTCRDESSAT. ... ...
NGFG RS11465 WP 017147169.1 ADAKDGKEIDTKHLPSTCRDKASDAK. .. ...
DSB67 RS12660 WP 010643261.1  ............. QTSYCP . . oo
DR RS02825 WP 034349477.1 ..... AKMGEGTGATGACTFSTSTGTGTGTGTGTGTGTGTGTGSN .
LPP RS03425 WP 010946364.1 ............. ANVKTAVDSSA.N........ AQPECWNPG. ..
GCO85 RS03355 WP 010946364.1 ............. ANVKTAVDSSA.N........ AQPECWNPG. . .
LCA RS06470 WP 011374999.1 e e e e
SGL RS07945 WP 010872381.1 ............. STVVCRAEAGSEDTPPT.PG.GANDCGGAEVIK
KW2 RS10845 WP 051303741.1 ......... ..., DD .ot

02 MY04 RS21175 WP 084006043.1 ... . e e
GPW51 RS00790 WP 011921720.1 e e e e
KZH43 RS09255 WP 000738626.1 ............. ND. .o
SPD RS09885 WP 000738626.1 ............. ND. .o
SPR RS09420 WP 000738626.1 ............. ND. .o
SP RS10370 WP 000738627.1 ..., ND. .o
SGO RS09410 WP 012130940.1 ............. AN . . e
FSA28 RS09395 WP 002263437.1 ............. AN. .o
SMU RS09025 WP 002263437.1 ... ... ..., AN . .

X non conserved
B similar
i >50% conserved



