
logo MKQAVIGYLRQSTTMKQQSLAAQKQTAI EALIAKEKHNHIQYHITNFYSDKQSGRTKDKNRNSGYQRQMITEQL IQQGQCDVI LCCYRLNRLHRN
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
NTDB id 1117986 ELZ49 RS00225 WP 000815638.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQITQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
consensus !!!*!!!!!!!!*!!!!!!!!!!*!!!*!*!!*!!*!*!!!!!!!!!*!*!*!!*!*!*!!!!!!!!*!!!!!!!!!!!!

logo LKNALKLMIKLCQKTYHVHI LSVHDGYFDMDKQAFDRFLKLNI F I SLAELESDNIGEQVKRNGI
L
K
QEKAKQGKRML ITTHAPFGYDEHYH

NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
NTDB id 1117986 ELZ49 RS00225 WP 000815638.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRLKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYDYH 160
NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
consensus !!!!!!!*!!!!*!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!**!!!!!!!!!*!!

logo

H
NGATFTI IDNTQVNKEASPTVKAVFNYYLIQKGYHGYKKIAQYLLEAEDDNKTFYINRKQPYQVRNI I LINPNYCGRVI

NNQYGQYFEDNMFPAS IVSTTS I
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
NTDB id 1117986 ELZ49 RS00225 WP 000815638.1 HGTFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
consensus *!*!*!*****!!!!!!!!!!**!*!!!!!!!*!!*!***!!!*!!!!!!!!*!!!!!!!!*!!!!!**!!!!*!!!!*!

logo YEEQAQVRTLRTSQKPQI
T
VKRQKTPSSEDNQLKQKIKCPYCCDNASTTLTNMTVIRKKHNHTLRYYVCPQKNMNASRFVCEDFKGINAQETLETDSKVLAETV

NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
NTDB id 1117986 ELZ49 RS00225 WP 000815638.1 YEQAQRLRSQKQTKQTSSDNQLKQKIKCPCCNATLTNMTIRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
consensus !!*!!**!*!!**!***!*!!!!!!!!!!*!**!!!!!!*!!!*!!!!!!!!!*!!!!!!!!!*!!!!!!!*!!**!!**

logo CKQRDFFYQNQQRLIYSTKINKGHSTAIQDQKRLIKRQRDNI ETKKHTHTLNTHQEQL I EKLAQDGKI IDAETFREQTQSLRQQSPKQPR I
T
S
TS I SNTGYHQIRQKHAITFIQ

NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
NTDB id 1117986 ELZ49 RS00225 WP 000815638.1 CRDFYQNQRIYTKIKSAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHIIQ 400
NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
consensus !*!!*!!!**!*!!* *!**!*!!!!*!!***!!**!!!!!!!!!**!!!!!!!!!!!!!!!!*****!!***!!** *!

logo NI IQQKRFTLNMI LYPYIDEETINHI STKNDKSNLAIG IYFKNEPLNIVKNQTMEQLSS IVA
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
NTDB id 1117986 ELZ49 RS00225 WP 000815638.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
consensus !!!!*!!!!!*!!!!!**!*!*!*!*!*!!!!!!!!!!!!*!!!**!!*

X non conserved

X similar

X ≥ 50% conserved


