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NTDB id 378 SMU RS02690 WP 002263569.1 F GPTGVGKTEL BIMIRFDMSEYMEKHINAN L 533
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NTDB id 377 SMU RS09275 WP 002262344.1 ATRRN[{SJG F GPTGVGKTELAKJAL AlRY 597
NTDB id 297 STER RS00545 WP 011680614.1 ATIRRN[ESIG I3 F GPTGVGKTELAKJAL AlRY 600
NTDB id 329 STU RS10020 WP 011225298.1 ATRRN[MEIG F GPTGVGKTELAKJAL AlRY 600
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