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NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCLVLLGIIAGGF...YWHQSQQKQKVTQN...EQLLATSASKTK.........PATKKTHQAA 65
NTDB id 105 BSU 25590 NP 390437.1 ......MNWLNQHKKAIILAASAAVFTAIMIFLATGKNKEPVKQAVPTE..................TENTVVKQEANND 56
NTDB id 595 KW2 RS08725 WP 021037687.1 ..MEKILDKLKEYWKIMLLVVCALIAGGI..FYIFTNSPKPAETLS.....VENLSSSSTKS.......SVSKFNSSSSE 64
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIVICTGLGLLVGGF..FLLKPAPHTPVKETNLQA.EVVAISKDSST.......EKDVKKEEKEEP 68
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGF..FLLKPAPQTPVKETNLQA.EVVAVSKDSVS.......EKEVKKEEKEEP 68
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGF..FLLKPAPQTPVKETNLQA.EVAAVSKDSST.......EKEVKKEEKEEP 68
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGF..FLLKPAPQTPVKETNLQA.EVAAVSKDLVS.......EKEVNKEEKEEP 68
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGF..FLLKPAPQTPVKETNLQA.EVAAVSKDLVS.......EKEVNKEEKEEP 68
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGF..FLLKPAPQTPVKETNLQA.EVAAVSKDLVS.......EKEVNKEEKEEP 68
NTDB id 1117827 ELZ47 RS08190 WP 126435770.1 .MLEEIIEKLKEYKLFVGLAVVGAVLGCF..FLIKGNHQPQNQVAVL.SQEITSSSSSADEE......SEKIVSKVKADE 70
NTDB id 300 STER RS07485 WP 011681496.1 .MKEKILAYVKDNRLFVSVIAVLMVIFCF..FLWMTCGAGNSMEAETSYTDVTALSTSSSKQSSQSLSEASSQSKTEGSE 77
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NTDB id 613 LCA RS05340 WP 231952379.1 TKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQ 145
NTDB id 105 BSU 25590 NP 390437.1 ESNETIVIDIKGAVQHPGVYEMRT.GDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGG.... 131
NTDB id 595 KW2 RS08725 WP 021037687.1 KNKNEIMVDLKGAVAKPNVYQISS.DERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDS.... 139
NTDB id 521 SMSK321 RS04960 WP 000443804.1 VEQDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQH.TGS... 143
NTDB id 493 SM12261 RS04300 WP 000387351.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQ.AGP... 143
NTDB id 153 SP RS04730 WP 000387344.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGS... 143
NTDB id 263 KZH43 RS04195 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGL... 143
NTDB id 222 SPD RS04535 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGL... 143
NTDB id 188 SPR RS04295 WP 000387330.1 LEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ.TGL... 143
NTDB id 1117827 ELZ47 RS08190 WP 126435770.1 EESEQVTVDIKGAVKNPGVYELRA.GARVHEAIQKAGGLTADAEAKSINQAQKLTDEAVIYVAKIGEEGADVTQTGQH.. 147
NTDB id 300 STER RS07485 WP 011681496.1 KVKSKVTVDVKGAVVNPGVYTLKA.GARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLDQTGTG.. 154
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NTDB id 613 LCA RS05340 WP 231952379.1 IATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTF 225
NTDB id 105 BSU 25590 NP 390437.1 ................GSVQSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSF 195
NTDB id 595 KW2 RS08725 WP 021037687.1 ...........PTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTL 208
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .................GAPSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTI 206
NTDB id 493 SM12261 RS04300 WP 000387351.1 .................GTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTI 206
NTDB id 153 SP RS04730 WP 000387344.1 .................GTASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
NTDB id 263 KZH43 RS04195 WP 000387330.1 .................GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
NTDB id 222 SPD RS04535 WP 000387330.1 .................GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
NTDB id 188 SPR RS04295 WP 000387330.1 .................GTASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTI 206
NTDB id 1117827 ELZ47 RS08190 WP 126435770.1 ...........QAGASDSAGASGGKSDKVNLNTATEAELQTISGIGQKRASDIIAYRESSGRFKSVDDLKKVSGIGDKTL 216
NTDB id 300 STER RS07485 WP 011681496.1 ...........QV..SDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVSGIGDKTL 221
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NTDB id 613 LCA RS05340 WP 231952379.1 EQLQSQICVN 235
NTDB id 105 BSU 25590 NP 390437.1 EKIKSSITVK 205
NTDB id 595 KW2 RS08725 WP 021037687.1 EKLKDEISID 218
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 EKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 EKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 EKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 EKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 EKLKDYVTVD 216
NTDB id 1117827 ELZ47 RS08190 WP 126435770.1 EKLKEYVTVD 226
NTDB id 300 STER RS07485 WP 011681496.1 DKIRESLYVA 231
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