logo

NTDB id 1117822 ELZ47 RS07825 WP 126435724.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1117822 ELZ47 RS07825 WP 126435724.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1117822 ELZ47 RS07825 WP 126435724.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 1117822 ELZ47 RS07825 WP 126435724.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1

NTDB id 187 SPR RS08930 WP 001036779.1

NTDB id 152 SP RS09870 WP 001036779.1
consensus

o R CLLVLALTESTYING PP, TS S AR TSNS

MKRKTSQKRLNSISSIL{AGW A[ea TN A SINSAT G W GRIEG QQIFL QRIZNSE RVGQVQDQGTPSRELAESVLTDAV Q KGS
MNKKTRQTLIGLLVLLLLSTGSYYIKQOMPSAPNE
MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNE
MNKKTRQTLIGLLVLLLLSTGSYYIKQOMPSAPNE

........ MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNE
Pl ! Ul R ! ! !

LA S ANV VAL ST TS 7 L

EWNG GAFIVNGNKT LDA[§ SSKPYADNKTKISV[NGWYT PTVANAIJLSK TRQYKIRIBETGN RTSWEPRIGWHQ KNL)YG
EWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKG
EWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKG
EWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKG

EWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKG
NI N Y P LU b Dl b DU DD b b b0 Do D0 b Do D DD Lo D0 D |

NP TSR LMV

JAYWHAVDRGHLL Y LIGGLJSGFDASTSNPEINIAVQTAW NQA |ySTGQOQNYYE K RKALDIUNKRVRYRVTLE{YA |
SYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGONYYESKVRKALDONKRVRYRVTLYYASNE
SYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNE|

SYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGONYYESKVRKALDONKRVRYRVTLYYASNE

SYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNE
Do DL sk bk DD sk DL sk b bl L ] UL sk bk b sk b Lkl

PR EERL L N i

DLVP) Sjsi EAKSSDGELEFNV|§ PNVQKG BLDYRN| GIAV  DAEN] 286
DLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQR 274
DLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ.. 274
DLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVT Qs 274

DLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQp 274
I S

X non conserved
B similar
>50% conserved

160
150
150
150
150

240
230
230
230
230



