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NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNPIT....EA. 75
NTDB id 1117820 ELZ47 RS06985 WP 002915424.1 MLNKIKKTFYADDFSYFIRYFGLFTLIFSAMTLIIIQVMRSSLYTSVDENLKNLSNDPSSVADLAYRTTGQQSDPSNKVN 80
NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR 80
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NTDB id 363 SMU RS05195 WP 002262215.1 .........ENGD....ASFKVKSNGQMAANTDTILYDKKHNVIN..NVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQT 140
NTDB id 1117820 ELZ47 RS06985 WP 002915424.1 TKSPKSSKEPDGDPNEEPKPDNLTTPNFSSNTFALLLDDNYKNISTSKSDGFLDFNSLDFNKSYLNQIKEIVIGNSFGQT 160
NTDB id 259 KZH43 RS03480 WP 000491790.1 A................DASKVEIKPNVSSNTEVILFDKDFTQLL..SGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQE 142
NTDB id 218 SPD RS03780 WP 000491790.1 A................DASKVEIKPNVSSNTEVILFDKDFTQLL..SGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQE 142
NTDB id 184 SPR RS03565 WP 000491790.1 A................DASKVEIKPNVSSNTEVILFDKDFTQLL..SGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQE 142
NTDB id 148 SP RS03910 WP 000491790.1 A................DASKVEIKPNVSSNTEVILFDKDFTQLL..SGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQE 142
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NTDB id 363 SMU RS05195 WP 002262215.1 EKYRTVTVKVN.NDFYPQIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVE 219
NTDB id 1117820 ELZ47 RS06985 WP 002915424.1 ESYRAYLFDIDPNNEYPDIKYAVVMTSISQLEQTSGKHEQLIAMVMVSFWGISLIASIYLARMSVKPLLESIQKQKAFVE 240
NTDB id 259 KZH43 RS03480 WP 000491790.1 EIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVE 222
NTDB id 218 SPD RS03780 WP 000491790.1 EIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVE 222
NTDB id 184 SPR RS03565 WP 000491790.1 EIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVE 222
NTDB id 148 SP RS03910 WP 000491790.1 EIYRVILMETNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVE 222
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NTDB id 363 SMU RS05195 WP 002262215.1 NASHELRTPLAVLQNRLESLFRKPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKN 299
NTDB id 1117820 ELZ47 RS06985 WP 002915424.1 NASHELRTPLAVLQSRLETLFRKPEATIMQSSENIASSLDEVRNMRLLTTNLLNLARRDDGIKPQYGEVEPEFFDTTFAN 320
NTDB id 259 KZH43 RS03480 WP 000491790.1 NASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTN 302
NTDB id 218 SPD RS03780 WP 000491790.1 NASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTN 302
NTDB id 184 SPR RS03565 WP 000491790.1 NASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTN 302
NTDB id 148 SP RS03910 WP 000491790.1 NASHELRTPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTN 302
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NTDB id 363 SMU RS05195 WP 002262215.1 YEMIARENGKKLHIINKVNRQIKTDKTLLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKI 379
NTDB id 1117820 ELZ47 RS06985 WP 002915424.1 YCIIARENKKAFHSENMIKNPIVTDQIFLKQLMTILFDNAIKYTDDDGEISVMAASTDRYLIFRVADNGPGISNEDKKKI 400
NTDB id 259 KZH43 RS03480 WP 000491790.1 YEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKI 382
NTDB id 218 SPD RS03780 WP 000491790.1 YEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKI 382
NTDB id 184 SPR RS03565 WP 000491790.1 YEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKI 382
NTDB id 148 SP RS03910 WP 000491790.1 YEMIASENNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKI 382
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NTDB id 363 SMU RS05195 WP 002262215.1 FDRFYRVDKARTRQKGGFGLGLSLAKQITDSLKGSIIVKDKKPQGVMFEARLLANK....... 435
NTDB id 1117820 ELZ47 RS06985 WP 002915424.1 FDRFYRVDKARTRQKGGFGLGLSLAKQIVDAFKGTIYVKDNKPKGTVFEVKLLLKETKKRSVK 463
NTDB id 259 KZH43 RS03480 WP 000491790.1 FDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK. 444
NTDB id 218 SPD RS03780 WP 000491790.1 FDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK. 444
NTDB id 184 SPR RS03565 WP 000491790.1 FDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK. 444
NTDB id 148 SP RS03910 WP 000491790.1 FDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK. 444
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