
logo MMKQAFI ITF IL IL I FGC I
V IVVVFHEFGHFYFFAKKRSGI LVREFAIGMGPKI FSAHI

TGKDGTAVYTIR I LPLGGYVRMAGWGEDSTTDE IKVT
NTDB id 1117795 ELZ47 RS01495 WP 126435043.1 .MQFITFIIIFGIIVVVHEFGHFYFAKKSGILVREFAIGMGPKIFSHIGKDGTAYTIRILPLGGYVRMAGWGEDSTDIKV 79
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus ****!!!**!!**!!!*!!!!!!*!!!*!!!!!!!!!!!!!!!!!*!*!!!!!*!!!!!!!!!!!!!!!!!!!!*!*!!*

logo GTSPASLTLDGAKEDGKVVRR INLSGDKRKQVDQTALPMNVTGAFYDFLEEDKLETITGLVLDGELTKTYAEVDHDATIVEEDGTEVLR IAPLKDVQY
NTDB id 1117795 ELZ47 RS01495 WP 126435043.1 GTPASLTLDAEGKVVRINLSGKKVDQTALPMNVTGFDFEEKLEITGLVLDELKTYAVDHDATIVEEDGTEVRIAPLDVQY 159
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!!!!!!***!!!*!!!!!***!!!!!!!!!!!**!*!*!!*!!!!!!*!*!!!*!!!!!!!!!!!!!!*!!!!*!!!!

logo QNAS IWGRL ITNFAGPMNNF I LSGVLVFMI LI LAFVQGGVRQDETNSSTNHLFIQVMADNGSGAI
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NTDB id 1117795 ELZ47 RS01495 WP 126435043.1 QNASIWGRLITNFAGPMNNFILSVLVFMLLAFVQGGVRDENSNHFQVMDGSAIAAAGVQNKDQILKINDYKISNWADLTS 239
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!!**!!!!!!!!*!***!**!!**!*!****!****!*!**!!**!***!**!**

logo ALARKE I
NTAQKSFKSEKAGPDTSLSVTYVKHRGSNSGEQTEKEETITSVQKPKQEKDSGQNGRSYLFLGVSPTVVLKTGFLWKDKVI IFGGFTQAMAWSETGTAVTRAI LSAATLKDGI

L I FTN
NTDB id 1117795 ELZ47 RS01495 WP 126435043.1 ALAKITAKSKEAPTLSVTYKHG.SETKEITVQPKKDGNRYLLGVSPTVKTGFWDKVIGGFTAAWSTTVRILSALKDIIFN 318
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
consensus !!***!*!******!!!!*!********!*!*!******!*!!!!!**!!!**!!**!!!**!!*****!!**!!**!*!

logo FNS ILNKLGGPVAI
M
Y
F
N
Q
F
MSSAQAASEQSGLPIASVI LSDLLMAGMLSLINI

LG I FNL IP IPALDGGKIVLMNI LI EA IRRKPLKNRQETI ETSYITLSAGV
NTDB id 1117795 ELZ47 RS01495 WP 126435043.1 FNINKLGGPVAIYNFSSQAAEQGLPAVLSLLAMLSLNIGIFNLIPIPALDGGKIVLNILEAIRRKPLKRETETYITLSGV 398
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
consensus !**!!!!!!!!****!*!!*!*!!***!*!**!!!*!*!!!!!!!!!!!!!!!!!*!!*!!!!!!!!**!*!*!!!!*!!

logo AI
VMVI

VLMIAVTWNDIMKRLAFF
NTDB id 1117795 ELZ47 RS01495 WP 126435043.1 AIMVILMIAVTWNDIMKLFF 418
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
consensus !*!!*!!!!!!!!!!!**!!
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