logo

NTDB id 26 SA RS04860
NTDB id 1117629 ELZ45
NTDB id 42 MW RS04740
consensus

logo

NTDB id 26 SA RS04860
NTDB id 1117629 ELZ45
NTDB id 42 MW RS04740
consensus

logo

NTDB id 26 SA RS04860
NTDB id 1117629 ELZ45
NTDB id 42 MW RS04740
consensus

logo

NTDB id 26 SA RS04860
NTDB id 1117629 ELZ45
NTDB id 42 MW RS04740
consensus

logo

NTDB id 26 SA RS04860
NTDB id 1117629 ELZ45
NTDB id 42 MW RS04740
consensus

WP 000959282.1

RS04795 WP 126497000.

WP 000959293.1

WP 000959282.1

RS04795 WP 126497000.

WP 000959293.1

WP 000959282.1

RS04795 WP 126497000.

WP 000959293.1

WP 000959282.1

RS04795 WP 126497000.

WP 000959293.1

WP 000959282.1

RS04795 WP 126497000.

WP 000959293.1

LG LATALTAE AR A FE AR G

MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKYV|
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKY|
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGFKV

L U O LI ELE TR S LY AL

EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFiSLF INPIMTRKL
EIEPFLKEIKQIPEILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSLFINPFTRKL
EIEPFLKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQS FINPFTRKL

T LA M O

HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKINMELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ
HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ
HTFNLEKKQIMMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQ

NGV DL LA KYLNRARUREV XA ERLIL 3

LTDQEVVYNYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIV LESKTAIIEKLINNYLNICSDR
LTDQEVVHNYGYIFPEQIYIENHPIEWQLQVDLWLKNGKSKLVEDNLNYFKLKKFIVGLESKTAIIEKLINNYLNICSDR|
LTDQEVVHNYGYIFPEQIYIJSNHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVGLESKTAIIEKLINNYLNICSDR

AL

GNDVQILFEYE
GNDVQILF|EPE
GNDVQILFEEPE

X non conserved
B similar
> 50% conserved

160
160
160

240
240
240

320
320
320



