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TNLINKAVLREKL
NTDB id 111689 BBH51 RS00315 WP 005594622.1 ......MCNNEAPMLEQ.AVAEPAKKVNLMNLTRAQMREFFAELGEKPFRADQLVKWIYHFGEDNFDNMTNLNKALREKL 73
NTDB id 1457 ASU2 RS00455 WP 014990913.1 MSEQTQTCASEIQAMNAAVQHPKSEKINLMNLTRQEMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMSNINKVLREKL 80
NTDB id 1392 A4U84 RS02730 WP 010786053.1 .......MSEQIQATDASCNSTKTEKINLLNLNRQQMRELFAEMGEKPFRADQLMKWIYHFGEDNFDNMTNINKVLREKL 73
consensus * ******* * ***!*!!*!!*!**!!!*!!!*!!!!!!!!!!*!!!!!!!!!!!!!!*!*!!*!!!!!

logo KQRTMIAE IKAPEVSAVEQRSSADGTIKWAMW
QVGDQQVI ETVYIPEDADRATLCVSSQVGCALACKTFCSTAQQGFNRNLSTVASE I IGQ

NTDB id 111689 BBH51 RS00315 WP 005594622.1 KTMAEIKAPEVAVEQRSADGTIKWAMQVGDQQVETVYIPEADRATLCVSSQVGCALACTFCSTAQQGFNRNLTVAEIIGQ 153
NTDB id 1457 ASU2 RS00455 WP 014990913.1 KQIAEIKAPEVSVEQRSSDGTIKWAMQVGDQQIETVYIPEADRATLCVSSQVGCALACKFCSTAQQGFNRNLTVSEIIGQ 160
NTDB id 1392 A4U84 RS02730 WP 010786053.1 KRIAEIKAPEVAVEQRSADGTIKWAMWVGDQQIETVYIPEDDRATLCVSSQVGCALACTFCSTAQQGFNRNLSVSEIIGQ 153
consensus ! *!!!!!!!!*!!!!!*!!!!!!!!*!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!*!!!!!

logo VWRASKI IGNFGVTGI
VRP ITNVVMMGMGEPLLNLMVANNVVIPAME IMLDDFAYGLSKRRVTLSTASGVVPALDI
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NTDB id 111689 BBH51 RS00315 WP 005594622.1 VWRASKIIGNFGVTGVRPITNVVMMGMGEPLLNVANVVPAMEIMLDDFAYGLSKRRVTLSTSGVVPALDNLSKMIDVALA 233
NTDB id 1457 ASU2 RS00455 WP 014990913.1 VWRASKIIGNFGVTGVRPITNVVMMGMGEPLLNLNNVIPAMEIMLDDFAYGLSKRRVTLSTAGVVPALDIMREKIDVALA 240
NTDB id 1392 A4U84 RS02730 WP 010786053.1 VWRASKIIGNFGVTGIRPITNVVMMGMGEPLLNMNNVIPAMEIMLDDFAYGLSKRRVTLSTSGVVPALDKMREQIDVALA 233
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!**!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!! *** !!!!!!

logo I SLHAPNDELRNDELI IMVP I
LNKKYNIKNMLMIDSVHNRKYLSEVSNANHGKVTI EYVLMLSDHI

VNDDGHTVEHAHQLADEVLKNTPSCKINL IPW
NTDB id 111689 BBH51 RS00315 WP 005594622.1 ISLHAPNDELRDEIVPLNKKYNIKNLIDSVNRYLSVSNANHGKVTIEYVMLDHINDHVEHAHQLAEVLKNTPCKINLIPW 313
NTDB id 1457 ASU2 RS00455 WP 014990913.1 ISLHAPNDELRDEIMPINKKYNIKMLMDSVHKYLEVSNANHGKVTIEYVLLDHVNDGTEHAHQLAEVLKNTPCKINLIPW 320
NTDB id 1392 A4U84 RS02730 WP 010786053.1 ISLHAPNDELRNELIPLNKKYNIKMLIDSVNKYLEVSNANHGKVTIEYVMLSHVNDDVEHAHQLADVLKNTPSKINLIPW 313
consensus !!!!!!!!!!!*!**!*!!!!!!!*!*!!!**!!*!!!!!!!!!!!!!!*!*!*!! *!!!!!!!*!!!!!!*!!!!!!!

logo NPFPEAPYGAKSSNSTRVIDRFQKTLMEYGLFTVTIVRKTRGDDIDAACGQLAGDVIDRTKRTAFMQEKKRHKFGEKQGIAVQI
N
H
Q

NTDB id 111689 BBH51 RS00315 WP 005594622.1 NPFPEAPYAKSSNTRIDRFQKTLMEYGLTVIVRKTRGDDIDAACGQLAGDVIDRTKRTAQKKHFGQGIAVQIQ 386
NTDB id 1457 ASU2 RS00455 WP 014990913.1 NPFPEAPYGKSSNSRVDRFQKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRTMEKRKFGKGIAVQNH 393
NTDB id 1392 A4U84 RS02730 WP 010786053.1 NPFPEAPYAKSSNTRIDRFQKTLMEYGFTVTVRKTRGDDIDAACGQLAGDVIDRTKRTFEKRKFGEGIAVQNQ 386
consensus !!!!!!!!*!!!!*!*!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!! *!**!! !!!!!**

X non conserved

X similar

X ≥ 50% conserved


