logo

NTDB id 1116553 EW024 RS01430 WP 002986000.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1
NTDB id 328 STU RS16110 WP 002951426.1

NTDB id 296 STER RS06910 WP 011681415.1
consensus

logo

NTDB id 1116553 EW024 RS01430 WP 002986000.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1
NTDB id 328 STU RS16110 WP 002951426.1

NTDB id 296 STER RS06910 WP 011681415.1
consensus

logo

NTDB id 1116553 EW024 RS01430 WP 002986000.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1
NTDB id 328 STU RS16110 WP 002951426.1

NTDB id 296 STER RS06910 WP 011681415.1
consensus

logo

NTDB id 1116553 EW024 RS01430 WP 002986000.1
NTDB id 479 HSISS4 RS06980 WP 021143812.1
NTDB id 328 STU RS16110 WP 002951426.1

NTDB id 296 STER RS06910 WP 011681415.1
consensus

Ll

BT [

l

Qi I3

1 e PR

MBEKLVEVKD EISFGEG KKFVAV NANFFIJMKGETFSLVGESGSGKTTIGRAIIGLNDTSEG I DGKYINGEIYS S
MPEKLVEVKDVEISFGEGEKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGISILSHS

MPEKLVEVKDVEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHS
MPEKLVEVK VEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHS
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EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLEINFHLYKDEE RKAKIKKIIKEVGLLEEHLTRYPHEFSGGQRQRIG
EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIG
EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIG

AL IR YL RAT AL VERETEE

IARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN
IARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN
IARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN

I VIELAP P LERAHVRE VA e T

NPIHPYTNSLLSAVPIPDPILERMNKISL\YVY5IP QHDY DKPEMVE PRHFVW N{FAEIEIY[0KE)]RS 307
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X non conserved
B similar
> 50% conserved
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