logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

e VESLiEIKEYK, o Vi TOLs Loy OFFLLsiaceliv.  kEINL2 AEveaySK DsYS. EKEVis
105 BSU 25590 NP 390437.1 ... MNWLY . . .QHKKATILAASAAVFTAIM.FLATGKNKEPV . .. ... ... KQAVPTE. ......... TENTVV
1127 NGFG RS10560 WP 003703428.1 o oottt e e e e e e e e e e e e e e e
1126 NGFG RS09375 WP 003703428.1 oottt e e e e e e e e e e e e
1125 NGFG RSO7215 WP 003703428.1 oo oeeee e e e e e e e e e e e e e e
1108 NGFG RSO6525 WP 003703428.1 o vooee e e e e e e e e e e e e e
1242 CJOOLL1C YP 002343483.1 ooee ettt e e
1382 A4US4 RSOT375 WP 062924234.1 oot e e e e e e e e e e e e e
1362 HI 1008 AAC22669.1 e,
1041 HON27 RS14740 WP 005124713.1 ....... MQYSMRFWKNKYFLLIMLCLGVISPSVC . « v v et v e e e e e e e e e e e e e e e
1069 ABD1 RSO3060 WP 043960841.1 ....... MQYSMRFWKNKYFVLIMLCLGVISPSVC . o v et ete e e e e e e e e e e e e
1159 ABDM36 RSO4A765 WP 001166105.1 o oot e et e e e e e e e e e e e e e e e e
1150 A1552VC RSO8580 WP 001166105.1 o oo oot e e e e e e e e e e e e e e e
1294 VP RS04495 WP 021449594.1 oot e e e e e e e e e e e,
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300 STER RSO7485 WP 011681496.1 ...... MKEKILAYVKDNR.LF.VSVIAVLMVIFCFFLWMTCGAGNSMEAETSYTDVT.ALSTSSSKQSSQSLS . EASSQ
595 KW2 RS08725 WP 021037687.1  ....... MEKILDKLKEYW.KI.MLLVVCALTIAGGIFYIFTNSPKPA. . ... ETLSVE.NLSSSSTK...SSVS.K....
1116097 E7X43 RS09315 WP 243114866.1 o v oo v e et e e e e e e e e e e e e e e e e e e
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493 SM12261 RS04300 WP 000387351.1  ....... MEATTEKIKEYK.II.VICTGLGLLVGGFFLLKPAPQTPV. .. .. KETNLQ.AEVVAVSK. . .DSVS.EKEVK
263 KZH43 RS04195 WP 000387330.1  ....... MEATIEKIKEYK.II.VICTGLGLLVGGFFLLKPAPQTPV. .. .. KETNLQ.AEVAAVSK. . .DLVS.EKEVN
222 SPD RS04535 WP 000387330.1 ....... MEATIEKIKEYK.II.VICTGLGLLVGGFFLLKPAPQTPV. . ... KETNLQ.AEVAAVSK. . .DLVS.EKEVN
188 SPR RS04295 WP 000387330.1  ....... MEATIEKIKEYK.II.VICTGLGLLVGGFFLLKPAPQTPV. .. .. KETNLQ.AEVAAVSK. . .DLVS.EKEVN
153 SP RS04730 WP 000387344.1  ....... MEATIEKIKEYK.II.VICTGLGLLVGGFFLLKPAPQTPV. . ... KETNLQ.AEVAAVSK. . .DSST.EKEVK
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