
logo

MSNEREKVRMQHRGRGPMGRGMQPGEK
M
E
P
K
N
D
K
K
LKSLSLGSKQLMALPSYI

L
G
K
G
N
F
YKAALFIGI LVAVMVI FATAIAVSSTTVFINTVIGPDKRTLGKEKAMTDTATLMS

T
E
KG

NTDB id 1116075 RIL182 RS08750 WP 006857641.1 MSNEREKVRMQHRGRGPMGRGMQPGEKPKDLKSSLGKLLSYIGNFKAAIIVVMIFAAASTVFNVIGPKTLGKATTALSEG 80
NTDB id 370 SMU RS04260 WP 002263294.1 ..........................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKG 54
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NTDB id 1116075 RIL182 RS08750 WP 006857641.1 LMAKIQGTGSIDFTYIGQILLFVLGLYVCSAAFNFIQGWIMTGVTQKICYRMRKEISRKINRMPMKYFESRTYGEVLSRI 160
NTDB id 370 SMU RS04260 WP 002263294.1 LA......GKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRV 128
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NTDB id 1116075 RIL182 RS08750 WP 006857641.1 TNDVDTLGQGLNQSITTIITSVATLVGVLIMMLSISPLMTLIAIVILPISMALISFVVKKSQKYFKDQQEYLGHINGQVE 240
NTDB id 370 SMU RS04260 WP 002263294.1 TNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVE 208
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NTDB id 1116075 RIL182 RS08750 WP 006857641.1 EVYGGHLVIKAFNREKDTIEEFNRTNEILYQSAWKSQFLSGMMQPIMMFVGNLGYAAVALSGGLLAIRGTITIGDIQAFI 320
NTDB id 370 SMU RS04260 WP 002263294.1 EVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFM 288
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NTDB id 1116075 RIL182 RS08750 WP 006857641.1 QYVKNFTQPIQQIAQVINQVQSMAAASERVFEFLNEEEEDQTVEHPADVSAVTGTVDFDHVQFGYNPDQTIIKDFSAHVK 400
NTDB id 370 SMU RS04260 WP 002263294.1 TYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAK 368
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NTDB id 1116075 RIL182 RS08750 WP 006857641.1 PGQKIAIVGPTGAGKTTMVKLLMRFYDVNSGSIKLDGHDVRDFNRRELRDAFGMVLQDTWLFKGTIMENIRYGRLEATDE 480
NTDB id 370 SMU RS04260 WP 002263294.1 AGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDE 448
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NTDB id 1116075 RIL182 RS08750 WP 006857641.1 EVIAAAKAAHADHFIKTLPGGYQMELNEDASNVSQGQKQLLTIARAILADNKILILDEATSSVDTRTEVTIQKAMDNLMR 560
NTDB id 370 SMU RS04260 WP 002263294.1 QVIAAAKAVGVHHFIKTLPKGYDTVLD.DSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLME 527
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logo GRTSFVIAHRLSTIRNADL I LVMKRDGDNI IVEQGNSHDEEQLLMAEEKNGFYADNLYNSQFETDEEVVA
NTDB id 1116075 RIL182 RS08750 WP 006857641.1 GRTSFVIAHRLSTIRNADLILVMKDGDIVEQGNHEELLEKNGFYANLYNSQFEDVVA 617
NTDB id 370 SMU RS04260 WP 002263294.1 GRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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