
logo MKRQVAIGYLRQSTMTKQQSLPAAQKQTAI ELAI
LAEKPKHHNIQHNYINQTYF IYSDKQSGRKTDKNRNSTGYRQQI

M
VTQERL IQQRGQCDI

VLCCYRLNRLHRN
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 1115769 E0E09 RS00325 WP 000816499.1 MKRAIGYLRQSTTKQQSLPAQKQAIELLAPKHNIQNIQYISDKQSGRTDNRTGYQQVTERIQQRQCDVLCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
consensus !!**!!!!!!!!*!!!!!*!!!!*!!**! !!*!! !***!!!!!!!*!*!*!!*!*!**!!!*!!!*!!!!!!!!!!!!

logo LKNALKL IMKLCQTKYHVHI LSVHDGYFDMDQKAFDRFLKLNI FMI SLAELESDNIGEQVRKNGI
L
K
Q
REKAKQGRKML ITTHAPFGYEHYQH

NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
NTDB id 1115769 E0E09 RS00325 WP 000816499.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFMSLAELESDNIGEQVKNGLREKAKQGKLITTHAPFGYHYQ 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
consensus !!!!!!!*!!!!*!!!!!!!!!!!!!!!!*!!!!*!!!!!*!!!!!!!!!!!!!!*!!**!!!!!!**!!!!!!!!!*!*

logo NGATFTI IDNNQTDNVKEASPTVKAVFNYYI
L
K
QGHYGYKKIAQLYLEADEDDNTKFLYITNRQKPYQVRNI I ILMNPNYCGRVNINQYGQFYDENNMVFPAPS IVSATSTKI

NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 1115769 E0E09 RS00325 WP 000816499.1 NGTFIINNDESPTVKAVFNYYLQGYGYKKIAQYLEDDNKLITRKPYQVRNIIMNPNYCGRVINQYGQYNNMVPPIVSATK 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
consensus !!*!*!** **!!!!!!!!!!**!*!!!!!!!*!!*!***!*!*!!!!!!!!*!!!!!!!!*!!!!!**!!*! !!!***

logo YEEHQAQARVI
L
TRNSTKQKPQI

L
V

H
K
C
Q
R

I
K
T

S
PSDENQLKQKIKCPYCCNDTSTLTNMTVIRKKHNHTLRYYI

VCPQKNMNEASRFVCDESFKGINAQEKTLEDTVKQSVLEAVT
NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 1115769 E0E09 RS00325 WP 000816499.1 YEHAQAIRNKKQLHCIPSENQLKQKIKCPCCDSTLTNMTIRKK.HTLRYYICPKNMNESRFVCSFKGINAQKLEVQVLAT 319
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
consensus !! !! *!**!*** *!*!!!!!!!!!!*!**!!!!!!*!!! !!!!!!*!!*!!!*!!!!!*!!!!!!! !! !!**

logo CKQNDFYFQNQRQI
LYTSKIKNGHNTAIDHQKQRI

LKKRQRDNVI EAKTHKHSTTLNTHQEQL IDEKLAKQDGI
K
MIDAESTFRKEQTHQLSMLNRQKQHPSQKPRTTITSS INSDGTHNYQLIRQHKTASTFILQ

NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
NTDB id 1115769 E0E09 RS00325 WP 000816499.1 CQNFFQNQQLYSKINNAIHQRLKKQRVIEAKSTLTQEQLIDKLAKGMIDAESFRKQTHLMNQKHKTISSISDNQLQTSLQ 399
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
consensus !**!*!!!**!*!!* *! *!*!*!! !! **!!**!!!!*!!!***!!!!*!!*!!****!* * **!!* !** **!

logo

K
N
V
I IQQKSRFTLNI

MLHYPYI EDTE IHNR I STKDNKANSLAIVGIYFKNEPLNIVKNQTSMEQLSS IVA
NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 1115769 E0E09 RS00325 WP 000816499.1 KVIQKSFTLNMLHPYIDEIRITKNKALVGIYFKNEPLNIVNQTSQSSIA 448
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
consensus **!!**!!!!*!*!!!**! !*!*! !*!!!!!!!!!!!!*!!***!!*

X non conserved

X similar

X ≥ 50% conserved


