
logo

MA
MAKQKATI

Q
K
V
N
M
S
PVFYATQW

YEKAGLVRDRKQGAIRKL ILVEKAGETI
L
P
S
E
G
A
R
V
E
N
S
D
M
P
L
A
R
L
T
V
AAKAVRQTLLRDKQRGI

L
N
T
F
I
P
V
Q
R
A
K
T
E
V
IKRKEKPRSGI

K
N
S
G
I
LFQESAGELVR IPAALGKEKRGKI

V
P
G
K
L
P
L
M
KDI

LALI FSTR
NTDB id 1115721 TTHNP4 RS04850 WP 124104661.1 ........MPVYQYKARDRQGRLVEATIEAEDLRTAARLLRDRGLFVAEIKEPGKGLQAEVRIPALERGPGLKDLAIFSR 72
NTDB id 1029 TT RS02230 WP 011228203.1 ........MPVYQYKARDRQGRLVEATIEAEDLRTAARLLRDRGLFVAEIKEPGKGLQAEVRIPALERGPGLKDLAIFSR 72
NTDB id 1016 ACIAD RS01680 WP 004920476.1 MAAKKTQVMPVFAYEGVDRKGIKLKGELPARNMALAKVTLRKQGITIRTIREKRKNIFEGL....LKKKVKPLDIAIFTR 76
NTDB id 1198 PSJM300 03950 AFN76868.1 .MAQKAIKNSVFTWEGLDRQGAKIKGELSGVSPALVKAQLRKQGINPQKVRKKSISLFS......AGKKIKPMDIALFTR 73
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NTDB id 1115721 TTHNP4 RS04850 WP 124104661.1 QLATMLGAGLTLLQALAILERQTENRKFREILKQVRTDVEGGMAFSEALSKH.KIFSRLYVNLVRAGETSGGLDLILDRL 151
NTDB id 1029 TT RS02230 WP 011228203.1 QLATMLGAGLTLLQALAILERQTENRKFREILKQVRTDVEGGMAFSEALSKH.KIFSRLYVNLVRAGETSGGLDLILDRL 151
NTDB id 1016 ACIAD RS01680 WP 004920476.1 QLATMMKAGVPLVQAFEIVAEGLENPAMRDVVLGLKNEVEGGNTFAGALRKYPQYFDNLFCSLIESGEQSGSLEIMLDRV 156
NTDB id 1198 PSJM300 03950 AFN76868.1 QMATMMKAGVPLLQSFDIIGEGFDNPNMRKLVDDLKQEVAAGNSFASSLRKKPQYFDDLYCNLVDSGEQSGSLETLLDRV 153
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VVPVQFKQADQLVI FLATNSDFLGASDELPALFLTLQRLMFLVVIGNALMVSDEKNAFLWMLRQDAASWYTWFYL IVPVL ILALGVLFIAGV
NTDB id 1115721 TTHNP4 RS04850 WP 124104661.1 ASFLEKELELRGKIRSAMTYPVIVFVFAVGVAYFLLTGIVPQFAQILTDLGSELPLLTRFLIAVSKFLQASTLPLLLLAV 231
NTDB id 1029 TT RS02230 WP 011228203.1 ASFLEKELELRGKIRSAMTYPVIVFVFAVGVAYFLLTGIVPQFAQILTDLGSELPLLTRFLIAVSDLLRAATLPLLLLAV 231
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AVYKEKSEVLKQKIKKAMKYPATVIVVAIVVTIILMVKVVPVFKDLFTSFGADLPAFTQLVVNMSNWMQDYWFILILVIG 236
NTDB id 1198 PSJM300 03950 AFN76868.1 ATYKEKTEALKAKIKKAMNYPIAVVLVAVIVTAILLIKVVPQFQDVFANFGAELPAFTLMVIGLSEALQAWWYVVLAGFV 233
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NTDB id 1115721 TTHNP4 RS04850 WP 124104661.1 VLVFVYRW.YYGTPQGRKVIDRIKLRMPVFGDLNRKTAVARFSRTLALLLSSGVNIVEALDITKGTAGNSVVEEIVEAAK 310
NTDB id 1029 TT RS02230 WP 011228203.1 ALFFAYRW.YYGTPQGRRVIDRLKLRLPVFGNLNRKTAVARFSRTLALLLSSGVNIVEALDITKGTAGNSVVEEIVEAAK 310
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AAIAGFLEARKRSKRFRDQLDRLVLRLPIVGDLVYKAIIARYSRTLATTFAAGVPLIDALASTAGATNNTVYEQAVLKIR 316
NTDB id 1198 PSJM300 03950 AFN76868.1 GAAYAFKQAHTRSEKFRNWFDRLMLKVPVVGDILYKSSVARFARTLSTTFAAGVPLVDALDSVAGATGNVVFRSATNKIK 313
consensus * ********* *** !***!!**!**!* !*** !***!!**!!!* !!****!!* * ! *!*!*** ** *

logo

E
S
L
D
K
I
V
Q
S
S
T
QGMQDPQLNFLASTLMARTVQHSTPGNFRTVFPSTPMAVI

V
S
Q
SMTVAIGEESTGALDETMLDSKVANTDYFYEDSREVDHNEMAVADGSLTSALMAI

MEPML IMI
M
A
I
I
V
FLGI

V I
LVGGMI

L
I
VAI

NTDB id 1115721 TTHNP4 RS04850 WP 124104661.1 LKIQQGDPLNLTLAQHPFVFPPMVSSMVAIGEETGALDTMLSKVADFYEREVDEAVASLTAAIEPLMIIFLGVIVGMIVA 390
NTDB id 1029 TT RS02230 WP 011228203.1 LKIQQGDPLNLTLAQHPFVFPPMVSSMVAIGEETGALDTMLSKVADFYEREVDEAVASLTAAIEPLMIIFLGVIVGMIVA 390
NTDB id 1016 ACIAD RS01680 WP 004920476.1 EDVSTGQQLNFAMRV.SNRFPTMAIQMVAIGEESGALDEMLDKVANYYESEVDHAVDGLTSMMEPLIMAILGILVGGLVI 395
NTDB id 1198 PSJM300 03950 AFN76868.1 SDVSSGMQLNFSMRT.TGTFPSMAVQMTAIGEESGALDEMLSKVATFYEDEVDNMVDGLTALMEPMIMAVLGVLVGGLII 392
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NTDB id 1115721 TTHNP4 RS04850 WP 124104661.1 GMFLPLFKIIGTLSVQ 406
NTDB id 1029 TT RS02230 WP 011228203.1 GMFLPLFKIIGTLSVQ 406
NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIFQMGSVV... 408
NTDB id 1198 PSJM300 03950 AFN76868.1 AMYLPIFQMGSVV... 405
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