
logo

MRKGLTLVEVLVTLVIMGIAFAALLM
TSQLVASNLRANSAQARFATDAKAAAVQVLERRSAEVLKSE IVPALSPYKDAPLDPDN

NTDB id 1115718 TTHNP4 RS02275 WP 252973319.1 .........................MSQVSNLRANAQARFATDAKAAAVQVLERRSAEVLKSEIVPALSPYKDAPLDPDN 55
NTDB id 1031 TT RS04320 WP 011173284.1 MRKGLTLVEVLVTLVIMGIAFAALLTSQLANLRASAQARFATDAKAAAVQVLERRSAEVLKSEIVPALSPYKDAPLDPDN 80
consensus ************************* !!* !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PSGNWRSFYFVDYYFSCPTRVAPSPKQRGGSVANLRPGLTCSGTETI FG IPVAWDIRGENGI LGEGVVTVVVTATHPRGP
NTDB id 1115718 TTHNP4 RS02275 WP 252973319.1 PSGNWRSFYFVDYYFSCPTRVAPSPKQRGGSVANLRPGLTCSGTETIFGIPVAWDIRGENGILGEGVVTVVVTATHPRGP 135
NTDB id 1031 TT RS04320 WP 011173284.1 PSGNWRSFYFVDYYFSCPTRVAPSPKQRGGSVANLRPGLTCSGTETIFGIPVAWDIRGENGILGEGVVTVVVTATHPRGP 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KVTLGRRVTCYDVYPSPTQDQPAPCPPPGGGRP
NTDB id 1115718 TTHNP4 RS02275 WP 252973319.1 KVTLGRRVTCYDVYPSPTQDQPAPCPPPGGGRP 168
NTDB id 1031 TT RS04320 WP 011173284.1 KVTLGRRVTCYDVYPSPTQDQPAPCPPPGGGRP 193
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


