
logo MFKSLSQLFRPRVEALGLE IGASALKLVEVSGNPPALKALASRPTPPGLLMVEGMVAEPAALAQE IKELLLEARTRKRYVV
NTDB id 1115715 TTHNP4 RS01400 WP 124104242.1 MFKSLSQLFRPRVEALGLEIGASALKLVEVSGNPPALKALASRPTPPGLLVEGMVAEPAALAQEIKELLLEARTRKRYVV 80
NTDB id 1023 TT RS05125 WP 011173432.1 MFKSLSQLFRPRVEALGLEIGASALKLVEVSGNPPALKALASRPTPPGLLMEGMVAEPAALAQEIKELLLEARTRKRYVV 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TALSNLAVI LRP IQVPKMPLKEMEEAVRWEAERYIPFP IDEVVLDFAPLTPLSEVQEGEQVQVMVAAARQEAVAGVLEAL
NTDB id 1115715 TTHNP4 RS01400 WP 124104242.1 TALSNLAVILRPIQVPKMPLKEMEEAVRWEAERYIPFPIDEVVLDFAPLTPLSEVQEGEQVQVMVAAARQEAVAGVLEAL 160
NTDB id 1023 TT RS05125 WP 011173432.1 TALSNLAVILRPIQVPKMPLKEMEEAVRWEAERYIPFPIDEVVLDFAPLTPLSEVQEGEQVQVMVAAARQEAVAGVLEAL 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RGAGLVPVVLDVKPFAGLYPLEAKRLAEDEPDRVFLVLDIGAESTSLVLLRGDKPLAVR I
VLTLSGKDFTEAIAQRSFNLDLLAT

NTDB id 1115715 TTHNP4 RS01400 WP 124104242.1 RGAGLVPVVLDVKPFAGLYPLEAKLAEDPDRVFLVLDIGAESTSLVLLRGDKPLAVRILTLSGKDFTEAIAQSFNLDLLT 240
NTDB id 1023 TT RS05125 WP 011173432.1 RGAGLVPVVLDVKPFAGLYPLEARLAEEPDRVFLVLDIGAESTSLVLLRGDKPLAVRVLTLSGKDFTEAIARSFNLDLLA 240
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!! !!!!!!!

logo AEEVKRTYGMATI
LPTEDEELLLDFDAERERYSPGR IYDAIRPVLVELTQELRRSLEFFR IQLEEAPSPEMVGFYLLGGGSKLR

NTDB id 1115715 TTHNP4 RS01400 WP 124104242.1 AEEVKRTYGMATIPTEDEELLLDFDAERERYSPGRIYDAIRPVLVELTQELRRSLEFFRIQLEEAPPEVGFLLGGGSKLR 320
NTDB id 1023 TT RS05125 WP 011173432.1 AEEVKRTYGMATLPTEDEELLLDFDAERERYSPGRIYDAIRPVLVELTQELRRSLEFFRIQLEEASPEMGYLLGGGSKLR 320
consensus !!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!*!!!!!!!!!

logo GLASLLTDTLGVNFEPVNPWEAVATVDPKRFEASEKQLQE I
MGPEFAVALGLALRGVEPFLD

NTDB id 1115715 TTHNP4 RS01400 WP 124104242.1 GLASLLTDTLGVNFEPVNPWEAVTVDPKRFEAEKLQEMGPEFAVALGLALRGVEPFD 377
NTDB id 1023 TT RS05125 WP 011173432.1 GLASLLTDTLGVNFEPVNPWEAVAVDPKRFESEQLQEIGPEFAVALGLALRGVEPLD 377
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!! ! !!!*!!!!!!!!!!!!!!!!! !
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