
logo MIRLNLLPKNLRRRVEPGWWRLLALLFALVVLGVLGLVHYTAYTELSLAKAERDQLQAEVEALRPF IAELGRLQEERKAL
NTDB id 1115714 TTHNP4 RS01395 WP 011228637.1 MIRLNLLPKNLRRRVEPGWWRLLALLFALVVLGVLGLVHYTAYTELSLAKAERDQLQAEVEALRPFIAELGRLQEERKAL 80
NTDB id 1024 TT RS05130 WP 011173433.1 MIRLNLLPKNLRRRVEPGWWRLLALLFALVVLGVLGLVHYTAYTELSLAKAERDQLQAEVEALRPFIAELGRLQEERKAL 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EALLAIREGLEKNAVPWSQYLAAF INQIPRAGGRLEVALRSVSARALSEEEAARLAQEGTYDGKR IRVEFALQGEALSRE
NTDB id 1115714 TTHNP4 RS01395 WP 011228637.1 EALLAIREGLEKNAVPWSQYLAAFINQIPRAGGRLEVALRSVSARALSEEEAARLAQEGTYDGKRIRVEFALQGEALSRE 160
NTDB id 1024 TT RS05130 WP 011173433.1 EALLAIREGLEKNAVPWSQYLAAFINQIPRAGGRLEVALRSVSARALSEEEAARLAQEGTYDGKRIRVEFALQGEALSRE 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ALVRF IRAFETSPRFGI EFQGASLDEGRGLYTFSARVGAVTGGESGAR
NTDB id 1115714 TTHNP4 RS01395 WP 011228637.1 ALVRFIRAFETSPRFGIEFQGASLDEGRGLYTFSARVGVTGGESGAR 207
NTDB id 1024 TT RS05130 WP 011173433.1 ALVRFIRAFETSPRFGIEFQGASLDEGRGLYTFSARVGATGGESGAR 207
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!
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