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P.... TD@K............... @KYV...KEVEVKN VMTA MLSSGVNNE.KGKK SLWGRREN SVKWFCGQPVTR
....S3SCMGVQEISASNAT..... TNIAT AFCGHESSEEQMIVIMDTT . . . . KAK[EANMTINTPTYAS AVTWKC TTEE.
GITDSTSY................ VDLDTAAD HEEC AKGGN.AGKFDGK RTINS . T .
RLGTVEDMGD. ............. TIKYSaDAEV . . . .MSSSIQIQIRAJ . D .
RLGTVEDMGD. ............. GKIV AP THKYSIDA[V . . . .MSSSIEIQIMAI . D .
RLGTVEDMGD. ............. GINI\Y TIKYNaDAEV . SSSIEIQMAI . D .
....... ATKKEVPLGVAADANKL[€TESA KPDP DGT DMTL TMGGAGPKNKGK.ITLTRTA

TANPPVAATRGERPQDLGIVNTTL[ESHSAR . GDK . NNGEE IR TLURIJATEN . . PGEK[EIQSHQIMAIM . D .
AATSSVCA. ... ... ... ..... TYSEDA . FIE TDG KETCpy . LK[¢N . . PKEATISI ELTR S.
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