logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 1115355 ABR2091 RS13965 WP 000472707.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 1115355 ABR2091 RS13965 WP 000472707.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 1115355 ABR2091 RS13965 WP 000472707.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 1115355 ABR2091 RS13965 WP 000472707.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 1115355 ABR2091 RS13965 WP 000472707.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1015 ACIAD RS12005 WP 004928865.1
id 1083 HON27 RS04190 WP 168726476.1

id 1115355 ABR2091 RS13965 WP 000472707.

id 1070 ABD1 RS13145 WP 000472713.1

consensus

1

I

|

AL L] L e VLR FORLRAE L TS XHYAE i

A

MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE

MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE
MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE

R e Rt ke A s S E iR

QMGINS SINK GEK (o] VINEAAR\BR H P VVNw FY@DQSLLGA . EKSSS|RoINe! VA% N SR G T 515
RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHS
RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNESKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHS
RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHS
Dol skoskoskoskoskskokoskskokokok Dok Doskoskoskokok Dok Dokskoskook Dok Dok DD Dokskoskoksk DD Doskosk Doskskskoskskoskokskoskokskokoksk DL D sk DD Dk D sk b | )

il é\FD@EKVHQ%N\lgiTENVBX ElSL%ElYBL ISR AL

YATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQKGLI
YATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQKGLI

AL (UL LA Lt R UKL LT

Q
LALLTGDESLLSDETQLQFKQLGISHLLAISGPHVJJIFATMLSWACHQFISRYYPIYLWKPKQ LMAVPCCLGVLIYTA
LALLTGDESLLSDETQLQFKQLGISHLLAISGPHVLIFAIMLSWACHQFISRYYPQIYLWKPKQVLMVPCCLGVLIYTA

st e L RIS

Q
FVGFEIPALRTLLSWLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFIL RIYQTIAQLPEQHFL
IALIFIGFLLLKQPIKPFTLLVYSASLLLLDPFSVLSAGFWLSYGACFIL RIYQTIAQLPEQHFL
|
AL
I
IA

S T DA

ILKAL WSQQKIF ALWPLTL MFJQISW APL N IA PI GG IVPL IMA ClWiRg |F39GNILFygaN
SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQEISWVAPLTNIIAVPIVGSVIVPLNIIAACAWFV KPFGNMLFHFND
SLSSKMIFMEKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNITIAVPIVGEVIVPLNIMAACAWF KPFGNMLFHFND
SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNIIAVPIVGEVIVPLNIMAACAWFV KPFGNMLFHFND
Forork Lrokotok Lk Lrok DDk b Lk D Dk b DD Dok Dok DDk b0 Dok e D b bk b ok D L1 Dok Do Do o ook | Lo Laok |k

FVGFEIPALRTLLS

L5 IE AR

159
160
160
160

239
240
240
240

319
320
320
320

399
400
400
400

478
480
480
480



logo

NTDB id 1015 ACIAD RS12005 WP 004928865.1
NTDB id 1083 HON27 RS04190 WP 168726476.1

NTDB id 1115355 ABR2091 RS13965 WP 000472707.

NTDB id 1070 ABD1 RS13145 WP 000472713.1
consensus

logo

NTDB id 1015 ACIAD RS12005 WP 004928865.1
NTDB id 1083 HON27 RS04190 WP 168726476.1

NTDB id 1115355 ABR2091 RS13965 WP 000472707.

NTDB id 1070 ABD1 RS13145 WP 000472713.1
consensus

logo

NTDB id 1015 ACIAD RS12005 WP 004928865.1
NTDB id 1083 HON27 RS04190 WP 168726476.1

NTDB id 1115355 ABR2091 RS13965 WP 000472707.

NTDB id 1070 ABD1 RS13145 WP 000472713.1
consensus

logo

NTDB id 1015 ACIAD RS12005 WP 004928865.1
NTDB id 1083 HON27 RS04190 WP 168726476.1

NTDB id 1115355 ABR2091 RS13965 WP 000472707.

NTDB id 1070 ABD1 RS13145 WP 000472713.1
consensus

logo

NTDB id 1015 ACIAD RS12005 WP 004928865.1
NTDB id 1083 HON27 RS04190 WP 168726476.1

NTDB id 1115355 ABR2091 RS13965 WP 000472707.

NTDB id 1070 ABD1 RS13145 WP 000472713.1
consensus

LIS LB St LS LR ATIL L T N

IBAT ILFLPKG PKgW§ LCJ3 PL T|gSKIVERAENQ

MLLSILLSCLGLLEKLESLPLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLV MNKTSQQIQLNILDVGQG

MLLSILLSCLGLLEKLWSLPLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVIMNKTSQQIQLNILDVGQG
MLLSILLSCLGLLEKLE
kb Dokokokokokok Dokok Dokok | skokok | Dokokokok DD Dok Dokoskokokok D 0ok DL DD DT Dokok D Dok Dokok | Dok | Dokokokok Dokokokokok Dokok L LD LT

0 D e

Q
QAIFLQHPQQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPIIQQEIPVKQLISNEQLPN
QAIFLQHPQQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRELDHVVLSHLDQDHSGAFPIIQQEIPVKQLISNEQLPN
QAIFLQHP QNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFP IQQEIPVKQLISNEQLPN

Ry R e DL el WU ORI

KlDVlVl HH SKHSSAYDF{QILK KLA ASA FQNRY H SQQVLARlKA{H {KST#EQ ILéfMLENHh&!LﬂDB

Q
KIDVLVLGHHGSKHSSAYDFLATLKPKLATIASAGFDNRYGHPSQQVIARLKALHIPLKSTLEQGTLSFVLENHKLVLHDR
KIDVLVLGHHGSKHSSAYDFLATLKPKLATIASAGFDNRYGHPSQQVIARLKALHIPLKSTLEQGTLSFVLENHKLVLHDR
KIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKST EQGTLSFVLENHK VLHDR,

L

806
810
810
810

Dokokokok |k | skok

X non conserved
B similar
>50Y% conserved

558
559
559
559

637
639
639
639

717
719
719
719

797
799
799
799



