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NTDB id 1115097 BN2910 RS14275 WP 065423292.1 APAPAVSQPAATPSAPVVAPAPAAIVPAPAAPEPEAAPKKASWLSRLKQGLSRT....GQSIGGIFVGVKVDENLFEELE 82
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESA.....KEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELE 155
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NTDB id 1115097 BN2910 RS14275 WP 065423292.1 SALIMADAGLEATEKLLTALRARVKKERIEDPAKVKAALRQLLADHLRPLERAFDLK.RAQPLVVMIAGVNGAGKTTSIG 161
NTDB id 1118 NGFG RS11455 WP 003696286.1 TVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIG 235
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NTDB id 1115097 BN2910 RS14275 WP 065423292.1 KLAHTFQRQGASVLLAAGDTFRAAAREQLIEWGSRNNVTVISQDGGDPAAVAFDSVNAGRARGMGVVMVDTAGRLPTQLH 241
NTDB id 1118 NGFG RS11455 WP 003696286.1 KLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLH 315
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NTDB id 1115097 BN2910 RS14275 WP 065423292.1 LMEELKKIRRVIGKADPAAPHEVLLVVDGNTGQNALAQIRAFDAAINLTGLVVTKLDGTAKGGTLAAVAAGSQGVRPIPV 321
NTDB id 1118 NGFG RS11455 WP 003696286.1 LMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALA....SDRPVPV 391
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NTDB id 1115097 BN2910 RS14275 WP 065423292.1 YWIGVGESLEDLQPFVADEFAGALLAD 348
NTDB id 1118 NGFG RS11455 WP 003696286.1 RYIGVGEGIDDLRPFDARAFVDALLD. 417
consensus *!!!!! **!! !! ! ! !!! *

X non conserved

X similar

X ≥ 50% conserved


