
logo

MA
M
Q
S
D
L
L
NRNTEHLVEPEDKLYTWDLSTTI FADSTDANDWELTAEFYAEASTVKVQDEALEKKMALSARFYAVGHLVGLDSAAKLNLLQGSALTEALDYLMKS ILEMRERLEKI

VYVYAHSMQI
K
N
Y

NTDB id 1115057 LEKG RS07615 WP 010383008.1 MAQLLRNEVPEDLTWDLSTIFDSDNDWELAFAAVKQEAEMLSRFVGHVGDSAALLQSALEADLKIERELEKVYVYAHQIY 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKN 79
consensus * ! ***! !!!!*!!! *! !!! * !* ! * !!* !!! ! ! ! * * ! !!!*!!!!*

logo DQDTTNVGQLSYAQAEFYNQASKRAVQSANLWYASEQLVSEQAFTAYFEQPEFVLMANI
L
D
PDDKKLATAEFYKLEMQETDPGLGQLQYADHLYFERTLLRALNKDPHTVLDSAQEAQEEKLLAAG

NTDB id 1115057 LEKG RS07615 WP 010383008.1 DQDTTNQSYAAFNSRVQALWAEVSQATAYFQPEVLNIPDDKLTAYLM.TDGLQQYAHLFETLRALKPHTLDAEQEKLLAG 159
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAA 159
consensus !!!!! ! ** * !* *! ! !!! !! * **! !! * * *!! ! ! !! ! ! !*! ! ! ! !!!*
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VGDI FNAGPSETDNTFGNAVLDNASDI LTFGPDWVHSDTEGQSGDETVVAELTHNGLNF ISLTLLMESKDSRDI

LRKREGAFYEATLMYDGSTYEIGQFLQHNTFYAQSTLQSGSHVI
VKGV

NTDB id 1115057 LEKG RS07615 WP 010383008.1 VGDIFNASENTFGALDNSDITFGDVHTESGETVALTNGLFSLLLESKSRDLRREAFETLYDSYIGLQNTFASTLSSHIKG 239
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKV 239
consensus !!!!!** !! !!! !! !* !* !* ! !!*! ! !*!!! !!*!* !*! *! *! !*!*! !! **!
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VLGLVDTDELVHKMSYDLVYTVPLSVDEETVDEFTADLVTYEEKAS
NTDB id 1115057 LEKG RS07615 WP 010383008.1 HNFLAKVRHYNSAREAAILPHNVPTTVFDTLSQTVTANLPLLHRFVSLRKRILGVTDVHSYDLYVPLVDEVDFDVTYEKA 319
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ETALTYEES 318
consensus !!* !!!!!!!!!!*!!* ** *! *!*!*! *! *!!!!!!** !!!**!!* *** !!*! !! * ** *!!!
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LGEQDEYLSEKGIVHKAKAFDTERWIDVHVEPNKGKRSGAYSGSGATYDTNAPF IMLLNWQDNNTLDNNLVFYTLAVHEMTGHSLVHSTYFLTR

NTDB id 1115057 LEKG RS07615 WP 010383008.1 QEIVLAALAPLGQDYLEIVKKAFDERWIDVVENKGKRSGAYSSGTYDTNPFILLNWQNNLNNVYTLAHEMGHSVHSYLTR 399
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTR 398
consensus !!* ! *! !* !! !!!!!!**!!!!!!!!!! ! !!!!*!*!!!!! ! !**!! !! !!!*!! !!
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TQDPYHVYGDYP I FLAE IASTTNENS ILLTENTYLLKETNVKSDDPKFTQRAFAYI

VLNHQYLDGFKGTVFRQTQFAEFEHNAWIHEAQDSAASGQVAI LTA
NTDB id 1115057 LEKG RS07615 WP 010383008.1 HNQDYHYGDYPIFLAEIASTTNESLLTNYLLKTNSDPKFQAYVLNQYLDGFKGTVFRQTQFAEFENWIHEQSAAGVALTA 479
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTA 478
consensus * !*!*!!!!!!!!!!!!!!!!! *!! !!! !*! *!!*!!!!!!!!!!!!!!!!!!!* !!! ! ! !!!

logo DFQMNSKTLYYASDELNEQKYYGNLPDKALEFDPDNEYE IAQFYEWETR IPHFYMYNYYVYQYATGEFAAASTTYLAEKR I IVHKGNDTEEDGAKEADYKLATYLKAGSSDY
NTDB id 1115057 LEKG RS07615 WP 010383008.1 DQMSTYYSELNQKYYGPDLFPDEEIAYEWTRIPHFYYNYYVYQYATGEAAATTLAERIIKND..GAEDYKAYLKAGSSDY 557
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDY 558
consensus ! ! ! *!! !!! * * !! *!! !!!!!! !!!!!!!!!! !!!* !!!*!** ** ! ! !!!!!!!!!
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TDYLDKAQAFDKVFEDTRLNVEQLEASLLVEIKGVHLS

NTDB id 1115057 LEKG RS07615 WP 010383008.1 PLNVILKAGVDMSQADYLKQAFDVFETRLNQLESLLIK..... 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !! !!!!!!** !!! !! !!! !! !! !* !*****
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