
logo MNTKLTKI I SGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKE IVNPTGFVTSSPAR IALDFEQTGI SMDQQVLEYADP
NTDB id 1115 OK783 RS00485 WP 003698035.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVLEYADP 85
NTDB id 1092 CAD91899.1 1..2286( ) MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVLEYADP 85
NTDB id 1100 NMB RS09455 WP 002225652.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVLEYADP 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LLSKI SAAQNSSRARLVLNLNKPGQYNTEVRGNKVWI F INESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAVSVSEPFTPAK
NTDB id 1115 OK783 RS00485 WP 003698035.1 LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA................... 151
NTDB id 1092 CAD91899.1 1..2286( ) LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAVSVSEPFTPAK 170
NTDB id 1100 NMB RS09455 WP 002225652.1 LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAVSVSEPFTPAK 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*******************

logo QQAAAPFTESVVSVSAPFSPAKQQAAASAKQQATAAPAKQQAAAPAKQQAAASPAKQTNIDFRKDGKNAGI I ELAALGFAGQPDI SQ
NTDB id 1115 OK783 RS00485 WP 003698035.1 ...AAPFTESVVSVSAPFSPAKQQA........................AASAKQTNIDFRKDGKNAGIIELAALGFAGQPDISQ 209
NTDB id 1092 CAD91899.1 1..2286( ) QQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA........APAKQQAAAPAKQTNIDFRKDGKNAGIIELAALGFAGQPDISQ 247
NTDB id 1100 NMB RS09455 WP 002225652.1 QQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQTNIDFRKDGKNAGIIELAALGFAGQPDISQ 255
consensus ***!!!!!!!!!!!!!!!!!!!!!!******* * *******!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QHDHI IVTLKNHTLPTATLQRSLDVADFKTPVQKVTLKRLNNDTQL I ITTTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP
NTDB id 1115 OK783 RS00485 WP 003698035.1 QHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP 294
NTDB id 1092 CAD91899.1 1..2286( ) QHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP 332
NTDB id 1100 NMB RS09455 WP 002225652.1 QHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP 340
consensus !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KTFTGRKI SLDFQDVE IRTI LQI LAKESGMNIVASDSVSNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD
NTDB id 1115 OK783 RS00485 WP 003698035.1 KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVSGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD 379
NTDB id 1092 CAD91899.1 1..2286( ) KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD 417
NTDB id 1100 NMB RS09455 WP 002225652.1 KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KALFLQAEKDIADLGALYSQNFQLKYKNVEEFRS I LARLDNADTTGNRNTL IVSGRGSVL IDPATNTL IVTDTRSVI EKFRKL IDELD
NTDB id 1115 OK783 RS00485 WP 003698035.1 KAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD 464
NTDB id 1092 CAD91899.1 1..2286( ) KAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILALDNADTTGNRNTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD 502
NTDB id 1100 NMB RS09455 WP 002225652.1 KALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLISGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD 510
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo VPAQQVMIEAR IVEAADGFSRDLGVKFGATGRKKKLKNEDTSAFGWGVNSGFGGGDDKWEGAQETKINLPVIATAAANS I SLVRAI SSGALN
NTDB id 1115 OK783 RS00485 WP 003698035.1 VPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNETSAFGWGVNSGFGGGDKWEAQTKINLPVAAAANSISLVRAISSGALN 549
NTDB id 1092 CAD91899.1 1..2286( ) VPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALN 587
NTDB id 1100 NMB RS09455 WP 002225652.1 VPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALN 595
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!!!!!!*!!!*!*!!!!!!**!!!!!!!!!!!!!!!!!!

logo LELSASESLSKPTKTLANPRVLTQNRKEAKI ESGYE IPFTVTTSAI SAGNGGNSSTNTELKKAVLGLTVTPNITPDGQI IMTVKINKDSPA
NTDB id 1115 OK783 RS00485 WP 003698035.1 LELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPA 634
NTDB id 1092 CAD91899.1 1..2286( ) LELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPA 672
NTDB id 1100 NMB RS09455 WP 002225652.1 LELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPA 680
consensus !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!****!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QCASGNNQTI LC I STKSNLNTQAMVENGGTL IVGGIYEENDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELL I F ITPR I IMDGTAGN
NTDB id 1115 OK783 RS00485 WP 003698035.1 QCASGNNTILCISTKSLNTQAMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGN 719
NTDB id 1092 CAD91899.1 1..2286( ) QCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGN 757
NTDB id 1100 NMB RS09455 WP 002225652.1 QCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGN 765
consensus !!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!!!!
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logo SLRYO
NTDB id 1115 OK783 RS00485 WP 003698035.1 SLRY. 723
NTDB id 1092 CAD91899.1 1..2286( ) SLRY 761
NTDB id 1100 NMB RS09455 WP 002225652.1 SLRY. 769
consensus !!!!
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