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VLR LAY A TDNVEL WK ISR TS AR S DLER)

MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVLEYADP
MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVLEYADP

MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVLEYADP
PELLLL e rrrrrrrrrrrrrrrrnt

ORISR TR DTV A AR B AR st

LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQA
LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAVSVSEPFTPAK

LLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAVSVSEPFTPAK

BN AAPFTESVVSVSAPESP AKQQ A I I AABJAKQTNIDFRKDGKNAGIIELAALGFAGQPDISQ
QQAAAPFTESVVSVSAPFSPAKQQAAASAKQQENA P APAKQQAAAPAKQTNIDFRKDGKNAGIIELAALGFAGQPDISQ
QQAAAPFTESVVSVSAPFSPAKQQAAASAKQQEIALYFRNNEVIAPAKQQAAAPAKQTNIDFRKDGKNAGITELAALGFAGQPDISQ

A AT TR PR

QHDHIIVTLKNHTLPTIALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTYGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP
QHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP
QHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLITITTAGNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAP

ET ARV LG AS: VAOER LR ALY LD AV LA

KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVEGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD
KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD
KTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKD

ELAED AL AL TR AT ATV AL )

KAFLQAEKDIADLGALYSQONFQLKYKNVEEFRSILRLDNADTTGNRNTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD
KAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILJALDNADTTGNRNTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD
KAMLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTL SGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELD
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VA AR PR AT S o0k AL LAY A

VPAQQVMIEARIVEAADGFSRDLGVKFGATG KKLKN TSAFGWGVNSGFGGEDKWIHA TKINLP EJAAANSISLVRAISSGALN
VPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALN
VPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALN

AN T FIs i MEAAL LV TWWS A

LELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVT B\ (GG STNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPA
LELSASESLSKEKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPA
LELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPA

AL ISR BTV TP LRATRREL 1P

QCASGN TILCISTKBRLNTQAMVENGGTLIVGGIYEE NGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIPTAGN
QCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGN
QCASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGN

I

SLRYP 723
SLRY 761
SLRYP 769

K non conserved
B similar
>507% conserved

549
587
595

634
672
680

719
757
765



