
logo MKPASKKCR I STQLRQLNKMLWVAFPLLSLPFYAVQAENKNTPSFSDSSLTGIQKTYGPNVTLALSVEFPTAGAAYSTATEFTEN
NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 MKPASKKRISTQLRQLNKMLWVAFPLLSLPFYVQAENKTSFSDSSLTGIQKTYGPNVTLALSVEFPTAGAAYSTATEFTN 80
NTDB id 1190 QG077 RS00720 WP 285068138.1 MKPASKKCISTQLRQLNKMLWVAFPLLSLPFYAQAENNTPFSDSSLTGIQKTYGPNVTLALSVEFPTAGAAYSTATEFTE 80
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! !!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AMMSQTFLGYFDNTKCYEYVASPQNSDPRNTGMKLAFATANSGYKRQDNSGSDNVSKDKNRSGKRLPLLAPDGTQALAGKQRRPWI FVDYYAEGHRRFLS
NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 AMMSQTFLGYFDNTKCYEYVAQNDPTGMLAFTANGYRQDSGSDNVSKDKSGKPLLAPDGTQALAGKRRPWIVYYEGHRLS 160
NTDB id 1190 QG077 RS00720 WP 285068138.1 AMMSQTFLGYFDNTKCYEYVSPSDRNGMKAFAASGYKQNSGSDNVSKDNRGRLLLAPDGTQALAGKQRPWIFDYAGRRFS 160
consensus !!!!!!!!!!!!!!!!!!!! * !* !! !! ! !!*! !!!!!!!!! !**!!!!!!!!!!!!! !!!! ! !*! !

logo VPDPSAIRYSNNI
MLYES IRQKEFFLHYDRS IMDNTNSSYDDLDNDSMGTSGAVNHKYETDNEREYFHRPTRTASTSNGMVGVCDEGEPKNEFSGN

NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 VPDSIRSNNMLYESIRQKEFFLYDRINTNSYDDDDSMGTSGAVNHKYETNEREYFRPTRTASTSNGMVGVCDGPNEFSGN 240
NTDB id 1190 QG077 RS00720 WP 285068138.1 VPDPAYSNNILYESIRQKEFFLHDSMDTS...LNDSMGTSGAVNHKYETDEREYFHPTRTASTSNGMVGVCEGEKEFSGN 237
consensus !!!* !!!*!!!!!!!!!!!!*! * ! *** !!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!*!* !!!!!

logo FMNWATMSAIDI FRQAMTGGNRALGVAKDTTAYEVAGDTPTQRTFLRRANVVRAEQNAHYMQRTVARLSEAENIKRKVLPHDYAVD
NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 FMNWATMSAIDIFRQAMTGGNRALGVAKDTTAYEAGDTPTRTFLRRANVVREQNAHYMQRTVALSEENIKKVLPHDYAVD 320
NTDB id 1190 QG077 RS00720 WP 285068138.1 FMNWATMSAIDIFRQAMTGGNRALGVAKDTTAYVAGDTPTQTFLRRANVVRAQNAHYMQRTVRLSEANIRKVLPHDYAVD 317
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!! !!!!!!!!!! !!! !!*!!!!!!!!!!
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R
WLDNSRSGRLQWEKDEETKRQTSTI

RKAMMTGKQVTLATNSRPLLVRNSGFGVDFRRAV
NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 RPNPILADRGQESSSNKFFLYKGYIPHPYAYRIWLNSRGLWEDETKQTTRKAMMGQVTLATSRPLLVRNSGFGVDFRRAV 400
NTDB id 1190 QG077 RS00720 WP 285068138.1 GVYPTLANNGRESPSNNFFLYQGYVPHPYAYRMRLDSSRQWKEETRQTSIKAMTGKVTLATNRPLLVRNSGFGVDFRRAV 397
consensus * ! !! ! !!*!! !!!! !!*!!!!!!!* ! ! ! *!!*!!* !!! ! !!!!! !!!!!!!!!!!!!!!!!!

logo HDTVSGNNSGWYHNKNAFRRDDWSPSGRSTDNWWSGADVTRWI
LGDNINDGQTNGRYWAPVKSRVMPYQVTVEACVPDGKLEANCVLRQPSGSYKP

NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 HDTSNSGWYNNAFRRDDWSPRTNWWSGDVTRIGNINDGQNGRYWAPVKSRVMPYQVTVEACVPGKLEANCVLQPSGSYKP 480
NTDB id 1190 QG077 RS00720 WP 285068138.1 HDVSGNGWYHKAFRRDDWSSGSDWWSGA.TWLGDINDGTNGRYWAPVKSRVMPYQVTVEACVPDKLEANCVRQPSGSYKP 476
consensus !! ! !!!* !!!!!!!!* * !!!! *! *! !!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! !!!!!!!!

logo EGLMQQNASTMRFAAFGYANIAGNTVSGGVLRSRMRYIANPNKDGATATGPAVKYQEE IDNPKRTGQFYLVNPDRNAEEGSTAAQQ
NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 EGLMQQNASTMRFAAFGYANIAGNTVSGGVLRSRMRYIANPNKDGATATGPAVKYQEEIDPRTGQFYLNPDRNAEGSAQQ 560
NTDB id 1190 QG077 RS00720 WP 285068138.1 EGLMQQNASTMRFAAFGYANIAGNTVSGGVLRSRMRYIANPNKDGATATGPAVKYQEEINPKTGQFYVNPDRNAEETAAQ 556
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!*!!!!!!! *! !



logo AFTVVNTGDKKNLSPSPSNFDNSGTINYLNKFGDYNNYKTNDPGAELYYTALRYLRHNAKGFPALYKTKLAEAATGNRESGNITKRENVRDN
NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 AFTVNT.DKKSPSPNFDNSGTINYLNKFGDYNNYKTNDPGAELYYTALRYLRHAGFPALYKTKLAEAAGNEGITKNVRDN 639
NTDB id 1190 QG077 RS00720 WP 285068138.1 AFVVNTGDKNLPSSNFDNSGTINYLNKFGDYNNYKTNDPGAELYYTALRYLRNKGFPALYKTKLAEAT.RSNITREVRDN 635
consensus !! !!!*!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!! * !!* !!!!

logo FPL IATDNWDNPLDNVFSDNNSTTLNVADNVCRPNYI IY IGDTNTHADASLPGGGNTPQYDFSNVDNDDPRDIHVRDNL INEKIRSPSNEP
NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 FPLITDNWDNPLDVFSNSTTLNVADNVCRPNYIIYIGDTNTHADASLPGGGNTPYDSNVDDDRDIHVRNLINEKIRSNEP 719
NTDB id 1190 QG077 RS00720 WP 285068138.1 FPLIADNWDNPLNVFSDNTTLNVADNVCRPNYIIYIGDTNTHADASLPGGGNTQYDFNVNDDPDIHVRDLINEKISPNEP 715
consensus !!!! !!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !! !!*!!!!! !!!!!! *!!!

logo RLSWWNGNWGADASPGGAMAALALWGRTNDLQQNFGKRLSSFMIDTVEDGKFKPENNNYWLAAKYGGFNDLNNNGVPDKG
NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 RLSWWNGNWGADASPGGAMAALALWGRTNDLQQNFGKRLSSFMIDTVEDGKFKPENNNYWLAAKYGGFNDLNNNGVPDKG 799
NTDB id 1190 QG077 RS00720 WP 285068138.1 RLSWWNGNWGADASPGGAMAALALWGRTNDLQQNFGKRLSSFMIDTVEDGKFKPENNNYWLAAKYGGFNDLNNNGVPDKG 795
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EWEATSASDKVSAFEAPAVSNGTPQNFAVANNPTSMVAALNRAFEATATAEAPSATSLGTTSTKPLSERGKTMLLQSVFR
NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 EWEATSASDKVSAFEAPAVSNGTPQNFAVANNPTSMVAALNRAFEATATAEAPSATSLGTTSTKPLSERGKTMLLQSVFR 879
NTDB id 1190 QG077 RS00720 WP 285068138.1 EWEATSASDKVSAFEAPAVSNGTPQNFAVANNPTSMVAALNRAFEATATAEAPSATSLGTTSTKPLSERGKTMLLQSVFR 875
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DATTVVNGARVKVASGDVLGLEAI
TLKGHKLEYEKKWSAGEKLQAAYHNANGWTNRKVFTRANANSGAVRLQVGNSNNSAVTASAV

NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 DATTVVNGARVKVASGDVLGLEAILKGHKLEYEKKWSAGEKLQAAYHNANGWTNRKVFTRANANSGAVRLVGNNSAVTAA 959
NTDB id 1190 QG077 RS00720 WP 285068138.1 DATTVVNGARVKVASGDVLGLEATLKGHKLEYEKKWSAGEKLQAAYHNANGWTNRKVFTRANANSGAVRLQGSNNAVTSV 955
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! ! !!!

logo VGGSDAADLVNYALGAPTYEDGRKFR IRPNHLMGTVINSPVVTIPSRTGSVSTVAGSCTYPASYANIGSSRAPNRHVVAANDG
NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 VGGSDAADLVNYALGAPTYEDGRKFRIRPNHLMGTVINSPVVTIPSRTGSVSTVAGSCTYPAYANIGSRPNRHVVAANDG 1039
NTDB id 1190 QG077 RS00720 WP 285068138.1 VGGSDAADLVNYALGAPTYEDGRKFRIRPNHLMGTVINSPVVTIPSRTGSVSTVAGSCTYPASANISSRANRHVVAANDG 1035
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!*!!!!!!!!!!

logo MFYVLDNNSASGNQE IASYMPSTALSQLARYASPNYSHFFMNDGIAATSEVCFDTGNDKGNGKAHTVVVGTAGRGGNSVYALDL
NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 MFYVLDNAGNEIASYMPSTALSQLARYASPNYSHFFMNDGIAATSEVCFDTGNDKGNGKAHTVVVGTAGRGGNSVYALDL 1119
NTDB id 1190 QG077 RS00720 WP 285068138.1 MFYVLNSSGQEIASYMPSTALSQLARYASPNYSHFFMNDGIAATSEVCFDTGNDKGNGKAHTVVVGTAGRGGNSVYALDL 1115
consensus !!!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo TNPTDLTESDMLWEFTHDGLGKSLFAP I ITHDSTGTPVAIVSSGYNAKEDNGYVYVLKLNKPVGSPWVEDTHPTKPWGNN
NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 TNPTDLTESDMLWEFTHDGLGKSLFAPIITHDSTGTPVAIVSSGYNAKEDNGYVYVLKLNKPVGSPWVEDTHPTKPWGNN 1199
NTDB id 1190 QG077 RS00720 WP 285068138.1 TNPTDLTESDMLWEFTHDGLGKSLFAPIITHDSTGTPVAIVSSGYNAKEDNGYVYVLKLNKPVGSPWVEDTHPTKPWGNN 1195
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GNWYR IKLGAGGVGELFAYQNEARTVAAVYGGDLEGKLWKVSQNAEGRFVAGYVDSANNTLP I FKTADKTS IVGAPFAQI
NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 GNWYRIKLGAGGVGELFAYQNEARTVAAVYGGDLEGKLWKVSQNAEGRFVAGYVDSANNTLPIFKTADKTSIVGAPFAQI 1279
NTDB id 1190 QG077 RS00720 WP 285068138.1 GNWYRIKLGAGGVGELFAYQNEARTVAAVYGGDLEGKLWKVSQNAEGRFVAGYVDSANNTLPIFKTADKTSIVGAPFAQI 1275
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VGGKTYVVF ITGRYFNKSDLPSTTQTVQNYAYGI I ESKI SDNRNPTASGAL I EDGENLLQQHVEEE IVPDNVRQTVFYKV
NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 VGGKTYVVFITGRYFNKSDLPSTTQTVQNYAYGIIESKISDNRNPTASGALIEDGENLLQQHVEEEIVPDNVRQTVFYKV 1359
NTDB id 1190 QG077 RS00720 WP 285068138.1 VGGKTYVVFITGRYFNKSDLPSTTQTVQNYAYGIIESKISDNRNPTASGALIEDGENLLQQHVEEEIVPDNVRQTVFYKV 1355
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TNHQITNKHQGWKLKLQKNWLS IDKSAIRGKRVAEFSAVNPLATDVASADNMCTENGSTYSLSVNVFNGGVYNKP IYDTN
NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 TNHQITNKHQGWKLKLQKNWLSIDKSAIRGKRVAEFSAVNPLATDVASADNMCTENGSTYSLSVNVFNGGVYNKPIYDTN 1439
NTDB id 1190 QG077 RS00720 WP 285068138.1 TNHQITNKHQGWKLKLQKNWLSIDKSAIRGKRVAEFSAVNPLATDVASADNMCTENGSTYSLSVNVFNGGVYNKPIYDTN 1435
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GDGKFTEADTLVSVAGQAGI LTRLTEVSTEFGR IVGGINSMGNMIQMPKDNITSDPVVKRVSWRE I F
NTDB id 1114872 KKKWG1 RS03000 WP 060536962.1 GDGKFTEADTLVSVAGQAGILTRLTEVSTEFGRIVGGINSMGNMIQMPKDNITSDPVVKRVSWREIF 1506
NTDB id 1190 QG077 RS00720 WP 285068138.1 GDGKFTEADTLVSVAGQAGILTRLTEVSTEFGRIVGGINSMGNMIQMPKDNITSDPVVKRVSWREIF 1502
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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