logo

NTDB id 1114811 ABR2090 RS01765 WP 000768961.

NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

logo

NTDB id 1114811 ABR2090 RS01765 WP 000768961.

NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

logo

NTDB id 1114811 ABR2090 RS01765 WP 000768961.

NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

logo

NTDB id 1114811 ABR2090 RS01765 WP 000768961.

NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

logo

NTDB id 1114811 ABR2090 RS01765 WP 000768961.

NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

logo

NTDB id 1114811 ABR2090 RS01765 WP 000768961.

NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

logo

NTDB id 1114811 ABR2090 RS01765 WP 000768961.

NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

LA A5 L TGRS LTIV LT TN A LA

MKLKLKNFKPNNLWYAVCSSSMIFTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTSNSYGENRLAMLKNGMNA

MKLKLKNFKPNNLWYAVCSSSMIFTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTSNSYGENRLAMLKNGMNA
N

PUOULUTRECIE TR QLR LDRTT SR ATt

FLASNNPVLNDTRVGLGNFSADGDSRSGQILVAAAPLGDASTLNTMGSQRYKLKQAVASLTASGYTPSAHAYAEAAAYLM
FLASNNPVLNDTRVGLGNFSADGDSRSGQILVAAAPLGDASTLNTMGSQRYKLKQAVASLTASGYTPSAHAYAEAAAYLM
Prr e e e rrrrrrrrrrrrrrrrrrrrnd

TN YFTRRA e e TS OSLE 3 S TR LS

GTTTLKNINLVDAPIYFSYVTYDRRGRVITNYHACTEWNTEGTICNSWDSSSLSNPPVISGLQQASCTANIGWQLLSGTC
GTTTLKNINLVDAPIYFSYVTYDRRGRVITNYHACTEWNTEGTICNSWDSSSLSNPPVISGLQQASCTANIGWQLLSGTC
Prr e e e rrrrrrrrrrrrrrrrrrrrrrnd

AT TS RS OTASI L AAR D10 HELS ETR SALTE A

YKKTGLITINNLDSGFNKSISGSKNTDQSQYNSPLPAVANRQSCDGQGIYFLSDGEPNKTTDTRSASIMSTALGSTFGAD
YKKTGLITINNLDSGENKSISGSKNTDQSQYNSPLPAVANRQSCDGQGIYFLSDGEPNKTTDTRSASIMSTALGSTFGAD
P e e e rrrrrrrrrrrrrrrrrrnd

AL CEARATA A AR ARSI AT 1L )

FNCSGGLSNTTADSGWACMGEFAKRLFDKTKNPAGVSIQTAFVGFGSDFSSLSSSDVKNACRLSSRTQFDRGGDDLCSPN

FNCSGGLSNTTADSGWACMGEFAKRLFDKTKNPAGVSIQTAFVGFGSDFSSLSSSDVKNACRLSSRTQFDRGGDDLCSPN
e e e e rrrrrrrrrrrrrrrrrrrrrnd

IRV TRV ALKV L T YO e U AT

QTTNAITAPGYGNGGFFSTQSAQGVTDSVIAFINNLDKVPLEPLTTGAISVPYDALNPKNLQEYGYLRAFEPNPANTYLT,
QTTNAITAPGYGNGGFFSTQSAQGVTDSVIAFINNLDKVPLEPLTTGAISVPYDALNPKNLQEYGYLRAFEPNPANTYLT
L b bbb e b bbb et

RIS T REAT VTSROV SO A SV LA R

WRGNLKKYHVVLSGTNAGAFEANTGGLVYNATGAFRTGTKDYWNSSTYNDGGKVFFGGSYAKVPLPIAGQNETRDAEGNI
WRGNLKKYHVVLSGTNAGAFEANTGGLVYNATGAFRTGTKDYWNSSTYNDGGKVFFGGSYAKVPLPIAGQNETRDAEGNI
P e e e e rrrrrrrrrrrrrrrrrrnd

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 1114811 ABR2090 RS01765 WP 000768961.

NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

logo

NTDB id 1114811 ABR2090 RS01765 WP 000768961.

NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

logo

NTDB id 1114811 ABR2090 RS01765 WP 000768961.

NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

logo

NTDB id 1114811 ABR2090 RS01765 WP 000768961.

NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

logo

NTDB id 1114811 ABR2090 RS01765 WP 000768961.

NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

logo

NTDB id 1114811 ABR2090 RS01765 WP 000768961.

NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

logo

NTDB id 1114811 ABR2090 RS01765 WP 000768961.

NTDB id 1063 ABD1 RS15730 WP 000768961.1
consensus

TR LTSRS T Ak TR T e

TKYYYAVQSKIRNLFTDVSAVAADGSLTKISTSGTNLLKIPAAPPEGTNPFDTVANTASYVLGKFDPSTGQNILKAFPIS
TKYYYAVQSKIRNLFTDVSAVAADGSLTKISTSGTNLLKIPAAPPEGTNPFDTVANTASYVLGKFDPSTGQNILKAFPIS
N

LUV S AR TILIALRER LT

LKLKILNYLGYSTDISATTLPSSLVTSNEPYLSMGGSIHSLPVQLTYNGTLDDNGNLTSAREQSILYGTMEGGLHIVDAS
LKLKILNYLGYSTDISATTLPSSLVTSNEPYLSMGGSIHSLPVQLTYNGTLDDNGNLTSAREQSILYGTMEGGLHIVDAS
P e e e e e e e rrrrrrrrrrrrrrrrrrrrnd

0 VPO LORVASTAL S DANSPAITVS SATARL IR 23

SGIEQMVFVPADILNDSVASKALVVGQSDASAPAHGMDGAWVSDPAYNITTVGSGSSAVSKVTAKQMNIYGGMRMGGSSY]

SGIEQMVFVPADILNDSVASKALVVGQSDASAPAHGMDGAWVSDPAYNITTVGSGSSAVSKVTAKQMNIYGGMRMGGSSY]
Prr e e e e e rrrrrrrrrrrrrrrrrrrrrrrnd

VADVEPTALLER ANTNSR KA LS LT A

YGLDVLSPTSPKLLFRIGADQTDYSRMGQSWSKPVLANIRYNGSIRRVLIVGGGYDQCYEKPNITLTDACFTNGKAKGNA

YGLDVLSPTSPKLLFRIGADQTDYSRMGQSWSKPVLANIRYNGSIRRVLIVGGGYDQCYEKPNITLTDACFTNGKAKGNA
Prrrr ettt rrr e rrrr et rrrrrrrnnd

AT DT ST oV AR RN f R

VYIIDAKTGQRLWWTSDTGSNTDNANMKHSIVSRISTLDRDADGLVDHLYFGDLGGQIFRVDLNNNQTKTNSTYSSFGVR
VYIIDAKTGQRLWWTSDTGSNTDNANMKHSIVSRISTLDRDADGLVDHLYFGDLGGQIFRVDLNNNQTKTNSTYSSFGVR
P e e e e e e e rrrrrrrrrrrrrrrrrrrrrnd

RAATOOL T R AR TN TH VTR PLN Lo TR Y

VVRLANLATNDSTYDGTNDYTGGNAPRFYEPPTVTIHDYGIHTFITVGIASGDRSTPLDVYPLTGREGMTPTSALSGRPV
VVRLANLATNDSTYDGTNDYTGGNAPRFYEPPTVTIHDYGIHTFITVGIASGDRSTPLDVYPLTGREGMTPTSALSGRPV
L b bbb e bbb et

A TRORARL SLTORLETDITRT R LT WA TV LT TR

NNVYGIIDRDFVKKNLMSLTDNQLETKDITRTGLRKNPQILRTGETRVAQIFFPTTGVGKGGWYRSLSSTSDGTEKANNS

NNVYGIIDRDFVKKNLMSLTDNQLETKDITRTGLRKNPQILRTGETRVAQIFFPTTGVGKGGWYRSLSSTSDGTEKANNS
Pt r et e rrr e rrrr e e et r e rrrr e rrrrrrrrnd

640
640

720
720

800
800

880
880

960
960

1040
1040

1120
1120



logo FR K \.KAFEE A T N\- VYD Q T \/AAD \. RVV ETDRQW \. F A \.NSD S mNKENHS FETQT
NTDB id 1114811 ABR2090 RS01765 WP 000768961.1 |3ANEHIRNGNIANIIVNNNCINNEEAAHIANCHNcRF Y IILGNNAANI NN NN (SR AT RISIIeRRRINNEA N RN uNnNNe 1200
NTDB id 1063 ABD1 RS15730 WP 000768961.1 FRIKGGLKAFEEPMAITGNLIIPVYDPQGTGIVAADPCLPRVVGETDRQTYCLPFGACLNSDGSIDQNKENHSGFETQT Glilele}

consensus [ I e e R O T e e e e R e A e e

WVASENKN\/ ..................................................................

|

| [
NTDB id 1114811 ABR2090 RS01765 WP 000768961.1 uiGAUer NGNS AANeRIcaRRAMNRRNNNINNSIVERI I anensieaioaleyelalIRIOUNSY: ARA N ATRE e 1268
NTDB id 1063 ABD1 RS15730 WP 000768961.1 TNCPVGASECNKNVIGSGIRSVTFVPTEDNPPMTNSCGKLKLSGNEQGTGQWQCTSHLVPTRWYER Y RIS

consensus I

non conserved
B similar
>50% conserved



