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NTDB id 1114718 AWM52 RS17745 WP 059183053.1 MVAETSSPGGKQAQRLLRLYHLYRLSIGITLVLLMTSNLDNQLLAFANDDLLRNGSWLYLVLNILLVVFLENTRRPAQLF 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
consensus ! !! * !*!!*!!!!!!!!!*!!* !!!!**! !* !*! ***! * !!!*!!! !!!* *!!***! * **!
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NTDB id 1114718 AWM52 RS17745 WP 059183053.1 SLALVDVLLLCGLFYAAGGVASAIGNLLIVSVAISNTLLRGRVGLLIAAVGALGIVSLSFLLSFSHPASPNDYLQVGMLG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
consensus !!! !!!*!!!!!!!*!!!*!*!! !!*! !!! ! !!!!!*!!*!!! * !!** !*! !! !*! *!*!*! ! !!
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NTDB id 1114718 AWM52 RS17745 WP 059183053.1 ALCFAAALLVQGLSRRLEVSEHLAEQRAGEVMGLETLNALILQRMRTGILVLDEQRRVQLANHSALILLGHKALDGRLID 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus !!!!!!!**!*! !! ! *!*!!! !! ! !! !!!!!!!!!!!!!!!*! * !!!* !! !! * * ! *
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VAQQAQQLMKLAAGLGRLTAGIAHE
NTDB id 1114718 AWM52 RS17745 WP 059183053.1 DFSPTLVERLQLWLNNPILRPQSLKIPASGLELQPSFITLDQSPNPQTLVFLEDIAQVAQQAQQLKLAALGRLTAGIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus *!! !**** ! !! !!!**!!*** !* *!!!!!*! * ** !*!!!!! !*!!!!!!*!!!*!!!!!!!!!!!

logo I RNPLGAI SHAAQLLQRESEELDNAGAPDRRLTQI IQDHQSKQRMNLRVI ENVLQLSRRQRQATEVPQQRLDLKEPWLEQRF IVADETYPREGNRALKRDNAD
NTDB id 1114718 AWM52 RS17745 WP 059183053.1 IRNPLGAISHAAQLLRESEELNGADRRLTQIIQDHSQRMNRVIENVLQLSRRQQTVPQRLDLKPWLERFIAETRENAKDA 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
consensus !!!!!!!!!!!!!!! !!!!! **!!!!!!!!!!*! !!! !!!!!!!!!!! ! !! !!!!*!! !!* ! * *

logo

Q
S
E
Q
I
LHLQRLMGASGDFINQTLRMDPHNQLNTQVLDSNLLVQRNAGLWRHYSALQANHDGRTAGQVWLESLAFRVDPTDESDQLPVLE I

V
I
VDDGPGVAPAPDKQLQGNHNLFEP

NTDB id 1114718 AWM52 RS17745 WP 059183053.1 QQIHLRMGSGDFNTLMDPNQLTQVLDNLLRNAWRHSALNHDTAQVWLELFVDTDSQLPVLEVVDDGPGVAPDQQGHLFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
consensus *!! *! !! *! !!!*!! !!! !!* !* !*!! ! *!!!! ! !**! !!!!!**!!!!!!**! *!!!!

logo FFTTESSKQGTGLGLYLSRELCESNQAR I
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NTDB id 1114718 AWM52 RS17745 WP 059183053.1 FFTTSSQGTGLGLYLSRELCESNQARLDFKPR.QGGGCFRITFAHGRKQS 529
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !!!! ! !!!!!!!!!!!!!!!!!!!*!***!* !!!!!!!!!!!*!! !
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