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MI WMYFFLVGSILASFLGLVIDRFPEQSII[NIZASHCDSCRBITIJLRPLDLIPILSQVFNRFRCRYCKVRYPVWYAJJFELGLGLLFLEN
MIDMYFFLVGSILASFLGLVIDRFPEQSIIS)JASHCDSCQTRLRPLDLIPILSQVFN FRCRYCKINJYPVWYALMELGLGLLFLY
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQT|JLRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELSLGLLFLL
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQT|JLRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELGLGLLFLL
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRF{@CRYCKVRYPVWYALFELGLGLLFLL
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVEFNRF{@®CRYCKVRYPVWYALFELGLGLLFLL
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I VAL LD AR AR

SIBG LSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFH IL AIY§GWRL M BFL LGI AHFIDIRMGAGDFLFLASC VFS
YSWG LSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMVIJFLPALGILAHFIDIRMGAGDFLFLASCALVFS
YSWG LSLGQV LITAGLTLGIYDF HQEYPLLVWMTFWNLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS
YSWG LSLGQV LITAGLTLGIYDF HQEYPLLVWMTEF

LILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS

YSWINRLSILSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS
|k Pl bbb sk b bk b0 bttt
219

(L ERAT AP AR HFLLA v AL

VIELLILIQFASATGILAFLLQKKKERLPFVPFLLLAWC IIFGKLLLV 219
VITELLILIQFASATGILAFLLQKKKERLPFVPFLLLAJC IIFGKLLLV 219
VIELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
VITELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
VTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219

non conserved
similar
>50% conserved
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