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T VTR SOV SVMﬁKBQKKEE\/A 5%, Sy HRHCERY YR
GEME IEL TDGQSFMREN CHTENKEGEGK . . FSANKEF TKSIFEEFRL . . . . . . . . 129
GEME IEAIL TDGQSY@MRIIN CYTENKINUGK . . FSPINKBF TK SIBVHFRK . . . . .. . . 129
TRILVTRVRTEMKSQYEFLFPSVK IKEEKRDKKEEVATDSSE] 137
TELVTRVRTPMKSQYEFLFPSVKIKEEKRDKKEEVATDSSER 137
TELVTRVRTPMKSQYEFLFPSVKIKEEKRDKKEEVATDSSER 137
TELVTRVRTPMKSQYEFLFPSVKIKEEKRDKKEEVATDSSER 137
TELVTRVRTPMKSQYEFLFPSVKIKEEKRDKKEEVATDSSER 137
TRILVTEVR Tj3 137
TELVTRVR T/ 137
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X non conserved
B similar
>50% conserved



